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Abstract

The endotoxin genes from 28 Bacillus thuringiensis strains which have been
isolated and tested for their effecting to Spodoptera exigua in Thailand were identified
for cry1 type gene by PCR-RFLP. Two pairs of universal oligonucleotide primers were
amplified cry-type gene fragments of the DNA template from B.thuringiensis. The RFLP
patterns of PCR-amplified fragments from 28 B. thuringiensis Thai isolates revealed 8
possible distinct cry-type genes. These cry-type genes include cry1A(a), cry1B, cry1C,
cry1C(b), ery1D, cry1E and cry1F. One of unidentified isolates from RFLP pattern,
JC190, was selected for analysis partial DNA sequencing. The result showed that it
contains 2 cry-type genes including cry7C and cry1E. The cry1E specific primer was
amplified the 3.5 kb fragment, then cloned for analysis. The result showed that the DNA
sequence of 3,516 bp encoded for one protein of 1,171 amino acid residues in length.
The amino acid sequence has 98% homology with CrylE(a) protein of B. thuringiensis
subsp. kenyae (accession number AAA22345.1) when compared its sequence with 13
other reported BT proteins in database. This JC190 isolate was submitted in the
GenBank as crylE(a)7 accession number AY894137. The cloned gene would be further

used to improve Thai economic crops for insect resistance.
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