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Genomic DNA from four heterophyid flukes (Stellantchasmus falcatus,
Haplorchis taichui, Centrocestus caninus and Metagonimus yakogawai) and two other
flukes (Haplorchoides sp. and Opisthorchis viverrini) were amplified by the high
annealing temperature random amplification of polymorphic DNA (HAT-RAPD)
technique. Out of 20 random 10-mer oligonucleotide primers (Operon Technologies
Inc.), 19 primers produced DNA polymorphism among those genomic DNA. A unique of
382-bp band generated by the OPAO08 primer (GTGACGTAGG) was found in HAT-
RAPD pattern of S. falcatus. Subsequently, this band was excised and sequenced.
Based on sequence data, a pair of specific primers was designed to detect S. falcatus;

5 . GTGACGTAGGACCTTAAAACAG-3’ and 5 -GTGACGTAGGTAGCCCAGGT
AGCGCGT-3'.
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