Abstract

The aim of this project is to characterize functional relationships for the amino
acids that can affect substrate specificity as well as protein-protein interactions in
glutathione transferases. These studies involve characterization of structural amino
acid residues that also appear to modulate enzymatic properties such as substrate
and inhibitor specificity. We have continued to study the active site with a focus
on the H-site residues as well as conformational changes involved in enzyme
function. We utilize previously obtained enzymes as well as crystal structures
obtained from research funded by the TRF. We have obtained six new structures
for wild type and mutant isoforms which have aided us in these studies. Included
in these are structures for drosophila GSTs which are involved in detoxication
mechanisms. This final report therefore describes on-going structure function
studies.
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