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Abstract

Project Code: DBG5280010

Project Title : Differential gene expressions of anthracnose resistance in
Capsicum baccatum ‘PBC80’ in green and red fruit as infected by
Colletotrichum acutatum
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Email Address : orarat.m@ku.ac.th
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The project was aimed to identify, characterize and study the expressions
of genes involving in anthracnose resistance in the mature green and ripe fruit
stages of Capsicum baccatum L. PBC80. Two subtracted cDNA libraries (derived
from mature green and ripe fruit of PBC80) were constructed using suppression
subtractive hybridization (SSH), yielding 412 clones in total (239 and 173 clones in
the mature green and ripe fruit libraries respectively). BLAST analysis disclosed
~70-73% of the clones matching some known gene functions, which were grouped
into 28 and 30 functions in the green and ripe fruit libraries respectively. Among
these groups of genes, 14 of the green and 16 of the ripe fruit libraries were
related to plant defenses. Most of the genes that were identified in the green and
ripe fruit stages were different, only four genes including MADS-box protein,
protein kinase, PR protein and PR10 were commonly found in both fruit stages.
Forty genes in total (defense relating genes and some unknown) were selected to
study their expressions in the mature green and ripe fruit post inoculation (0-48 h)
using qRT-PCR technique. The expressions of the selective genes post
inoculation were up regulation, down regulation, and constant. The up regulating
genes were interesting in that these genes potentially responded to the pathogen
infection. Five genes namely PR10, PRCc and NDK of the mature green fruit; Cys
and PR1of the ripe fruit showed strong up regulation during infection process.
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