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Chromosome aberration in oral squamous cell
carcinoma
01iLE Muv1991° andud Suaisny® Ysz@ng nadud® 198 Sunann”
o YNaanssiun 1IN i ngunw Uszme'ng
o gouuziSe ngunw Uszmea'lng

o UNINNFBUNNSUATIUAUNNOUA S Taifen

UNARLD
ﬂ’;m}mﬁﬁﬂ'smwﬁumiﬂsTnimu“luﬂmﬁﬂmﬁw111ﬂﬁqmiﬁﬂmﬁw?amiaﬂmmmafhu
r3onanuavod Ins Tu Ty Comparative genomic hybridization (CGH) Wumadialuas
’Jmiw‘vmcﬁawi@au“lus‘"ﬂuimaﬂamﬂiwiﬂ%u“lumi%mi’mmﬂmwuwi@msamm
uwmumamwmmeﬂﬂﬂﬂmu 'mnﬂﬁvmﬂﬂmmﬁﬂﬂymﬂamﬂwmmmmmﬂﬂﬁmm
msmumﬂmﬁammauﬁiami‘wuﬁﬂimmﬂ‘uuTﬂﬂuimu“luumwm‘1J1ﬂ1ﬂfflﬂfmsﬂuﬂ
CGH JerquazIsms mumafm%umauwwwmﬂmmllmumimmmﬂmmmu o AIBE1
"MﬂuLl‘VI”Iﬂﬁll,tlﬂﬁ'limEJm’EJMﬂW\‘m’)'t’]EJ’l\muLNLLﬁumﬂlﬂﬂﬂﬂﬁ ma"lﬂmamwa@mﬁmcvuw
Tavdisueveazifusdoudiierdnfituevouiosotnidouiun udsahasueidey
FUAWAS  hybridized 39WAU Anszdmdadudiderdeunslasldndosganssenisaudu
CCD camera wazlisunsy digital image analysis system WaMsANYE1 WUNTAAAIVDN
mqmumaﬂﬂﬂuiw Tudumils 4p15-16, 5q, 8p22-23, 9p, uaz 112325  Invaziitins
futuvesunedanveaTng Tu sy ludums 8q21-24, Xp, 326, 6p, 7p14-15, 1q31-32, 2p,
5p14-15, 11q13, 13q, 15q, wag 20q12-13 u@ﬂmﬂumwumtmm‘wnmimumqmumm
Tns Tulawdwawnaniadludumis 326 and 8q24 ayl T TAREE ARt I
mm"lmﬁﬂﬂsmwmmTﬂﬂﬂmu‘lumimﬂuummﬂﬂmaﬂumfawamaumumamm"lumamgq
uag TnauvesuzSagoatn



Chromosome aberration in oral squamous cell
carcinoma

Atiphan Pimkhaokham® , Somjin Chindavijak®, Prasit Pavasant®, Johji Inazawa®

Chulalongkorn University, Bangkok, Thailand
National Cancer Institute, Bangkok, Thailand
Tokyo Medical and Dental University, Tokyo, Japan

Abstract— Chromosome aberration in cancers means either gains (gene amplifications)
or losses (gene deletions) of part/whole chromosome. Comparative genomic
hybridization (CGH) is a powerful technique for molecular cytogenetic analysis of
chromosome gains and losses. The aim of this study is to identify the genetic
alterations in oral squamous cell carcinomas (OSCs) using CGH analysis. Material and
method® Thirty OSCs samples from 30 patients were collected. High molecular weight
DNA was extracted from cancer and normal samples, labeled in different colors
(cancer:green while normalred) and co-hybridization on metaphase chromosome slide.
The green to red ratio was detected by using epifluorescence microscope, CCD camera
and digital image analysis system. Result: The result showed losses at chromosome
4p15-16, 5q, 8p22-23, 9p, and 11q23-25, while chromosome gains were demonstrated at
8q21-24, Xp, 3926, 6p, Tpl4-15, 1q31-32, 2p, 5p14-15, 11q13, 13q, 15q, and 20q12-13.
The smallest regions of high-level gains (HLGs) were seen at 3q26 and 8q24.
Conclusion® These results suggest that different chromosomal aberrations may play an

important role in the development and/or progression of OSCs.

Keywords CGH, oral squamous cell carcinoma, chromosome aberration
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