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The study of bacteria isolated from Campylobacter-free chicken to inhibit the growth of

Campylobacter spp.
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The study of bacteria isolated from Campylobacter-free chicken to inhibit the growth of

Campylobacter spp.
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Abstract

Project Code: MRG4780059

Project Title: The study of bacteria isolated from Campylobacter-free chicken to inhibit

the growth of Campylobacter spp.

Investigator: Assist. Prof. dr. Prapansak Chaveerach

Department of Veterinary Public Health, Faculty of Veterinary Medicine Khon
Kaen University
E-mail Address: chaveerach@kku.ac.th

Project Period: 2 years and 6 months

Micro flora bacteria variation of Campylobacter-free and Campylobacter chickens were
found between 29-77% similarity index by using RAPD and Phytogenetic tree analysis. This
method could also divided chickens from back yard and intensive rearing systems at 46%
similarity index as well. Genetically epidemiology study was clearly found 2 groups from
intensive and backyard chicken rearing system. 23 Probiotic bacteria isolations were
demonstrated inhibitory activity on 10 isolation of Campylobacter in particularly Lactobacillus LH
10 but non inhibitory effect on Campylobacter in co-culture media was found. In addition the
experiment on the selection of Thai herbs, 6 Thai herb species were found inhibitory activity on
Campylobacter. The effectiveness was demonstrated on Campylobacter in young broilers as
well. The further study need to be explored the active ingredients and studied on chicken

experiment.

Keywords: Campylobacter, Back yard Chicken, Probiotic, Normal Flora, Thai herbs
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1. NI3u8N bacteria 310 LnNU31@aN Campylobacter infection
Tiwudu 10-15 @ anundadsandadiu wszwhiuiiamsdnagnusauiwinvanuin
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;simeﬁ 1. The Microflora bacteria numbers from reared (dark bar) and commercial (white bar)
chickens. Group 1, 2, 3, 4 and 5 were represented as a group of Campylobacter, Anareobic,

Lactobacillus, Enterobacteriaceae and Total bacteria numbers respectively. *, different significant

at p< 0.05.
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2. 1M INARBIENINANIRAINKAIET8s Contents i ldanldanlnfiasdlunnfuuaslnf
Be9Was1% 1 Ceacal contents Uszanm 1 n3uanazaneaslu PBS A pH 7 aniiufi 8,000 rpm
e 10 whdl 1N Supernatants 19 u&23h Pellet 7ilduinlarna DNA losldyaaraduiog
(RBC Real Genomics, USA) 14 Primers 7 ofia (115197 1) udshnandainldifinswindau
Lummi?u@awnad PCR a3 G]@qﬁf: (1) denaturation step at 94°C for 5 min; (2) 40 cycles of
denaturation at 94°C for 45 s, annealing at 38°C for 45 s, extension at 72°C for 1 min; 3) a
final extension at 72°C for 10 min. LLﬁ”Jﬁ’mawﬁ@lﬁvﬁﬂ@aauﬁh Agarose gel electrophoresis
(1.0% wiv in TAE) u&18auedae Ethidium bromide waznagausiouss UV udatnaafi el

ANFNIANUTNANUTAIBLATDY Fingerprinting Il program (BioRad, USA)

@1379N 1 Primers NG I4N32U21A15 RAPD  L[Na@N®1AMURaINRaNauad Normal flora b

Contents 28981 L@@ lnann lAna s luszuunisunaznasinn

Primers Sequence
P1 CTC TCT CTC TCT CTC TTg
P2 CTC TCT CTC TCT CTC TAC
P3 CTC TCT CTC TCT CTC TgC
P4 CAC ACA CACACACAAC
CPO1 CAATCg CCg T
CPO6 TTC CAg CTg C
CPO8 CCg CAg CCA A

HANIINARBINUIN

2.1 fieunannna1uas Normal flora udn ldawlnunnyinlsen Similar Index ugaafi

[
A

0g3zWiNg 29-77% Imﬁmﬁwmﬂ‘ﬁmUﬁmmmgmmaLi‘fluﬂsqiwvl,ﬁm'n ﬂLﬂuﬂﬁjw"Lﬁﬁﬁma
Campylobacter (a) LLaz"LrimjmJaa@L%a Campylobacter (b) auNan1IAanansailaidulasds
WW1zLran R esl Juanns s'fiﬂmzwmﬁmjw a was b ﬁmmmﬁauag’ﬁ Similar Index 46% a2
A A ' @ & o [ D A = o g @
ﬂuﬁaulﬁ]LsJaIunﬁgu a mmmingﬂmeﬂuﬂqwaﬂ"lmaﬂ 3 ﬂquﬂaLi.luvl,nﬂﬁgummﬂvl,mamma
1 (3a) uazliniy (1ausz2a) adstaauuazlungs 2a lundulng (a) wuwudngalifan
IMNARITWAANNLANaUNWIS 67% (Similar  Index) LLazmﬁauﬁ'umﬂﬂ'jﬁvl,ﬁmmnnziuwﬁu

(gﬂmwﬁ' 2 Uaz 3)



gﬂmwﬁ 2

Gel image of DNA amplified using universal primers from microflora bacteria in the ceacal
contents. Samples were prepared from backyard and commercial boiler chickens at 40 and 35
day, respectively.

Ladder = molecular marker

A3, A6, A7, B2, B6 and B8 were ceacal contents of chickens from backyard system.

C2, C10, D3, D8, E2, G2, H1, H6 and H9 were ceacal contents of chickens from commercial
system.

+ and non above the letter were positive and negative to Campylobacter infection by using

culturing method.
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gﬂﬂ’l‘wﬁ 3 Phylogenetic tree of DNA from normal bacteria in the chickens ceca constructed
using Fingerprinting Il program. Similarly index of normal flora in positive and negative chicken

ceacal contents to Campylobacter infection separated by culturing method.

A, B were ceacal contents of chickens came from backyard chickens.
C, E, D, G, H were ceacal contents of chickens came from commercial broiler chickens.
+ and non above the letter were positive and negative to Campylobacter infection by using

culturing method.
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19199 2 13 RAPD Primers sequencing used in the PCR procedure to study the relationship of

Campylobacter isolation from backyard and commercial broiler chickens

Primer Name Sequence (5’ to 3’)
P1 CAGGgCC CTT C
P2 TCC CGAGgCT g
P3 AAT CGGGCTGg
P4 GGG TAACGC C
P5 CAATCGCCGT
P6 GTT GCG ATC C
P7 CAA ACG TCGG
Cp1 CAATCGCCGT
Cp3 CCC CAACAAC
Cp6 TTC CAG CTG C
Cp7 TTG AAC GAT G
Cp8 CCG CAG CCA A
AanN1IInNaaay

WUINUAMURAINRAN8VBILTE Campylobacter LATRINIIDDNULINGNATIY 9laiduabc

d e awatuelunwi 5 Fudunuunngundaiaun similarity index 56% 63% Waz 42%
o @ & & A (Y 1 v o P \ oA .. .

MUSAU (@, d Uazr e) LUulTa Campylobacter ‘nLmﬂvlmnﬂvl,ﬂvaadmummmﬂgm similarity

index 86% 61% (b Waz c) tilwiaa Campylobacter fingn'ldanilunhia (gﬂmwﬁ' 4 uae 5)
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gﬂﬂ’lwﬁ4 Gel image of DNA amplified from Campylobacter isolated from backyard and
commercial broiler chickens
A1, A2, A3, A4, A5, A6, B1, B2, B6, B9, B10samples were from back yard chickens

C, C2, C3, H1, H2 were from commercial broiler chickens
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gﬂn’lw 5 Phylogenetic tree showing the relationship of 16s DNA sequences found in isolated

Campylobacter colonies from backyard and commercial broiler chickens. The tree was
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constructed by using Fingerprinting 1l program. Similarly index of Campylobacter was
demonstrated.
A1, A2, A3, A4, A5, A6, B1, B2, B6, B9, B10 were from backyard chickens

C, C2, C3, H1, H2 were from commercial broiler chickens
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Microaerophilic 16934 93 asiinsdsunsaun lu viianaaastrinanisazyinminasasdlulinasss
U v ™ { é 1 v 1 U, |
g lddsuasulu@nmayulng sahaldnaduszamuluaniizdsgldd 3aduns
USULNUNIINARDS Naﬂ’ﬁmaaawuimguvl,wmuaﬁmﬂﬁwaﬁﬁqwﬁaﬁﬂmmﬁaaﬁuuﬁ’; Nk
& g & =V v & A = ’ ' I
NARINIlARana I WITIREILTaLRaIN baNatd N Inela Gissdszinnlusvaiinniinazide
{ a & ' Lo & ' o
nguasnazasluneanagad (iu unulin uuwohigniduguuaiiiionguald lunimasas
lulinaaadasdn vldnsiuinguefinnainnsaaas1winia Campylobaceter a9 latingmiuTn
& o2 v \ A =& caaay v = £ &
Wugadsznold@nsuaziawidelddnfisquani@itld saufananiseangnideize
Campylobacter laatina}s
té dl Y 1 I v 1 | Idl ) o
Fanan1naaasayulns ldiuindudoyalnd uaziduuwinelminazsivaasiuam
Campylobacter aslulriiitale uazdansdasdnmdayadninnlunswawiiefnazaunnsing
a Q 1 a { [ Qs 1 1 &/ { v
wianAaaIayulnsdinanludimneassniinguaietslnguaznainnansdwieasldniy
fanaraImylluiansgamnnIsunaansie g inneinaunauayw insluimiaamsled
o & o a £ A o o & v o o & o A
fuud wazligniminiuqunietlasiuga Campylobacter 16 ud29ziudn iuuianssulnaf
Wanlauazdasaaiiiasanasaramsaiane lnthewulng weznisannilawsouifsunudianm
=) dq, 1 g;
nmsuslnawabindlan
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=2 0% A & v o A o e A
ﬂ’]iﬂﬂﬁ:]”]“lla%lﬂ“lla\‘ia&ql%vLWSVLﬂUl%t“ﬁx‘]aﬂ‘l(ﬂﬂﬂﬂ’ﬁ'ﬂx‘iLLN%T"I’]‘SV]@&QOI%]JE]@]&HTBGI}ﬂ’)ﬁ]ﬂLWﬂ

' 6 v wn o A s Aa u.-?‘g/ A ¥ ad ' dy
@aﬂa@aaﬂmmgmaog{mmwmmwﬂiuﬂgmwagumum Lwaﬂ@Lmumﬂmmﬂgmuﬂﬂmua

TIUNIDN T wRUAI00N M HIA19UTENAR LA L bauIAG

3. ﬂ’li‘nﬂaauL%”aﬁuﬂﬂv[ﬁ’@iamiw%q;Lﬁutmmd Campylobacter spp.
3.1 7% agar diffusion assay
wasnmsRsadafinenananld (Aas@an Campylobacter) Supernatant LPNLAL UATHEA
adlungu lu agar plate AAs9 Campylobacter Lanl3udn nasantin plates ﬁ]:gﬂﬂuﬁ 37°C
Jlwaan 48 h. fignwanne Microaerophilic u&? Inhibition zone ﬁ]xgﬂi’@uazﬁ'uﬁﬂvli
HANIINAABI WU §57197% Normal flora 23 Thafiugnain Normal flora aanlAfiUsae
mmﬂ'f?a Campylobacter ﬁﬁqvl'ifﬂ"i_lﬂy'dL%aCamponbacter I 10 mﬁmﬁl,wnmmnvl,ﬁﬁtmﬁu
wasARsanasn (mnwwuwmﬁaaﬁu) LﬁaLéfmhgluﬁﬂmwamégw@aauﬁmwnfw 6 Wil

(@197 3)

@l'li'l\‘lﬁ 3. Inhibitory effect of isolated bacteria from Campylobacter-free chickens on the growth
of Campylobacter spp. was demonstrate by using agar diffusion method. The diameter of
inhibition zone was measured in mm. Control was culture media without the growth of bacteria.
Acetic acid was used as positive control. 1 isolated bacteria from backyard chickens and 2
isolated bacteria from commercial chickens. a, Campylobacter isolated from backyard and °
Campylobacter isolated from

Commercial chickens.

Campylobacter | A1° | A2® | A4° B1® |B2° B6° B9 c1® |H1°
Isolated

bacteria

'BA72 10 8 9 7 10 9 10 8 8
“18.1L 15 15 13 11 12 12 135 | 11 10
’LH5 15 12 13 12 135 |12 135 | 11 11
“10.1L - 16 14 13 15 13 14 11 12
“19.1L 12 10 11 8 8 8 8 8 9
'A5.5 15 12 13 11 14 125 [135 |12 12.5
“laAL 16 135 |13 13 17 |15 14 125 |14
'BL52 16 13 11 12 14 13 13 10 13.5
'A3.3 13 13 14 12 14 12 12 115 | 125
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'BL44 13 12 12 11 13 11 11 115 |14
“l2.4L 9 11 12 9 115 |10 8 8 11
211.1L 14 16 16 16 |17 15 135 | 14 13
'A3.1 12 13 12 . 13 13 13 12 11
'A3.2 135 [135 |13 13 |14 13 14 125 |13
'A5.1 125 [11.5 |13 11 13 12 125 |12 12
'A5.4 17 13 16 12 |16 13 13 145 | 155
'BL8 13 135 |13 12 |14 16 13 135 |13
'BL3 12 13 155 |12 |15 13 125 |15 12
'BL5.1 14 13 135 |14 [155 |13 13 14 14
'BA3 - - - - - - - - -
‘cL3 12 125 |12 12 |14 135 |12 125 | 115
°L5 - - - - - - - - -
’L3 14 135 |16 13 |14 13 17 135 |17
“LH10 135 |13 125 |12 |125 |125 |14 135 |17
“LHo 12 12 13 12 |13 11 13 12 11
’M8 14 13 13 13 |- 14 13 13 -
M4 - - - - - 65 |- - -
“18.2L - - - - - - - - -

3.2 msmaam%aﬁ"lﬁqmamﬂ'ﬁ Probiotic  luzianaaasdanisasgiaulaed
Campylobacter Campylobacter a:gm‘gﬂommﬂ‘gmﬁa wadluaianaaad meldznw
microaerophilic 7 37°C 148 bacteria ﬁﬁﬂmauﬁaﬁaaﬁuﬁmmsmﬂu Probiotic azgnanad’ly
Twreanasaudoriuiid campylobacter 19388 AI8L19INVIANARDINZYNLAL afnsanu
a;liia@vlﬁmam%a Campylobacter La Probiotic bacteria

Tunsnaaedii Campylobacter vL(ﬁtq]ﬂL§UG1uQWﬂW3L§UGL°§aLﬂa3 MH uaan 48 Falag
wtuefi Lactobacillus LH10 gmﬁymvlﬂummnﬁyﬁu%amm MRS 1uaan 24 F2lag renanash
ﬁawmsémL%ama’svlﬁgﬂﬂ%'uuﬁmmﬂmUlulﬁLﬂu Microaerophillic lagnUSuFa&IMa1NNA
AU ledgasan 02:c02:N2 1fln 5:10:75 lasuSunfngede 1Haldanzemaniwanzasy
LLﬁamm@ﬁ”’mmmmhf:vl,ﬂﬁmm%aﬁqmﬂgﬁ 120C Huan 15 w1t meldanuan 1
U338 La3auda1nL e Campylobacter  $1waw 150 lulasaas laasluluanedt 1 uas
Lactobacillus LH10 §1w3% 150 'lulasdas asluwnafi 2 &amwaafi 3 10 Campylobacter ua

Lactobacillus LH10 d1wuas 75 tulasaaslaas bl LLé’aﬁﬁm@ﬁmmMﬂuﬁqmmgﬁ 37C AU
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fhatnsnnuianassslaglnannidalugasani 0 24 30 36 48 60 66 waz 72 Talusamudney
idagnsRinssansfimanzanwzuaniialag3s Spread plate aIUMENNTLREILT AN
CCDA  fiflmTufFucnau usrihldundgedl 37 moldan1nz  Microaerophilic  §1wsu
Campylobacter 1Tuiaan 48 Talaguas Anaerobic 131 Lactobacillus LH10 1Jutaan 24 las
ilalafiuntuuaztuiin

HANINARBINLTT luT29unTi Campylobacter Amsiasadulaiifinduil 6.38 log
cfu/ml LLaszia%;’ﬂmﬁ 36 ?1u4% Campylobacter Vl,ﬁa@]ﬁi']u’mmmﬁl 5.9 log cfu/ml ﬂ&lda'mﬁ?u
3713% Campylobacter ANRINIAWII 5.28 log cfu/ml lufaiuaﬁ 72 ﬂlmz‘ﬁl Lactobacillus Lfia
Suduiswiniion 7.48 log cfu/ml luz29 24 30 36 1T a8aRINNT 4.08 4.56 ez 4.21
UG nasntwadan syiiuladuantia 7.35 log cfuml Wadwited 72 Falus luae
7 3 fAfide Campylobacter 1laz Lactobacillus LH10 Nauagﬁwﬁuwudﬁ Il
Campylobacter 571397 6 24 T1U33104 6.36 1826.46 log cfu/ml ANUENGL KRINNTHIIWI WD D
Aas 9anadlUauIaIuNIEnate 5.02 log cfuml 772 92l $1wawiTa Campylobacter &
USnmenniniie Campylobacter Tupaad] 1(control) Laniae wnuzfilfo Lactobacillus LH10 7 6
Falas TUTuTl 4.36 log cfu/ml uazfl 24 30 36 HuSunauTangf 4.61 4.95 uaz 6.28 log cfu/ml
auEeD udniudwin 5.3, 6.4 log cfuml A 521897 60 uaz 66 MNEGU IuTA N 72
$1947% Lactobacillus LH10 aaasanislimansamwnzidele (gﬂmwﬁ 6)

mssugusa Campylobacter Tnaiga Lactobacillus LH10 mslasnaa: Microaerophillic
8.00
7.00
A
6.00
5.00
a0 —4=— Campylobacter
~
“3 4.00 = Lactobacillus LH10
oo
S Campyl
3.00
w——acl
2.00
1.00
0.00
1 2 3 4 5 6 F 8
aalua
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gi.lﬂ'l‘wﬁ 6 LRAINNVDI Lactobacillus LH 10 Lz Campylobacter lualanaaaiNysu

8N Microaerophilic nuldamnnil 37°C 1uiaan 0, 24, 30, 36, 48, 60, 66 Waz 72 T2l

ANAAL

3.3 miﬁﬂmqmauﬁ'@“nm Bacteria ﬁﬁwaaudamiﬁﬁ@@ﬂ@mad Campyloacter
Qma&lf@miﬁ Bacteriocin (Protein peptide-like substance)
AMANLANINAG hydrogen peroxide
wa a -
AMFULANIHEN acidity
AMFULTANMINUADAUTD
AuFTANIAasU)TIUc a9 9
1 YV o a dll g éi’ ] U dld
nan1snaaas kb ladiunmsiiasanuanisnaassluaimsiaoadamiad bl lanana
4. NMINAFDL Probiotic @@ Campylobacter llnnaaas
4.1 MINagaU Colinisation ¥aJ Probiotic bacteria b binaaad
razgnuiisaaniilunguans Probiotic bacteria azpniloulililuiudrag i
1¥n31089n1T colonise béwad Probiotic bacteria 3%ﬂ’13ﬁ§ﬁ]ﬂ@ o/l% Molecular approach 37N
caecal contents 284 lrilaaza2 1au3D DNA finger print
4.2 mMInagal Colonisation W83 Campylobacter spp. Tulineaas
"Lﬂ'ﬁ]f:g]ﬂLLiJaaami‘flumjumqmuLﬁmﬁ‘umsmaaaﬁﬁa 4.1 F5myiigarias
lEnannsaeInG
4.3 NMINAROUNAVDY Probiotic bacteria LNailasnun1y colonise Va4 Campylobacter
razgniloudas Probiotic bacteria auldsunsufilddayaainda 4.1 nas
mﬂﬁuvlﬁazgﬂﬂam%a Campylobacter Lﬁﬂﬁ%ﬁg@ﬂ’]‘iﬂ@aad’iﬁu’su Campylobacter ﬁ]‘;gﬂfﬁ.ﬁﬂﬂ
ceacal contents
HAN1IINAAaY LN AL ANNNITIaINNANITNARI I RaaAa WA BT o e L lananis
Aa
naaaIng
s.msnmaaumsamﬂws
& A o A A o A A A Aa A £
PUADUN 1 miﬂmaaﬂwmaguvlm ﬂmaaﬂw%mguvl,wa' 60 via AR INTFITeaNgNTIWANT
fusINMsasuvaTaTiady 9 ¢ shameseulszaninwlunsdunsiiaCampylobacter spp.
mMILesEuEIRnaAN TN
miaﬁ'@ﬁmgﬂmammmu
A A o 2 a & o v & o a
wmsguvlwsﬂmmemmumLLuuamLa:LLuuLmo I@mmuLmasﬁaafmﬁw’mﬂmqluvl,wsmam‘smy

43/2 ‘m%iﬁ 14 T wRwaILd drualuiiiay s1tnatiad JIRIAVAWILAL %aa‘i’wﬁuﬂﬂuqamzmw
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2

RUWRUIAA ﬁmqmnﬁﬂmﬁu 6 Laau LL&$LLUU§T@%Q’€]’]ﬂ%’]%ﬁ’]ﬁT’]Ela&lquvLW‘iﬁ@luGla’]@ﬁ@
VW [wanaunaiilasaunin J9niavanui
~ A o A o«

matepNayulwaiaimsaeriudunm

1) ﬁﬂmg‘u"l,wa'ﬁﬁ@Lﬁamlﬁamﬁn‘lﬁazm@ Al lwratinuavinnns
wuldidugudes 9 uddshldevuislugavuayulns laglfamnnfivszanm 45 - 500C
wrashnldszaziiantszanm 8-10 T2l

2. ﬁﬂmg‘u"l,wa'ﬁmuﬂ’]samﬁdLLﬁaﬁﬁmmimﬂﬁﬂ%mm WNavin I laagen

3. 1nunsen lalanruenieTon 1y ﬁw"[ﬂ"lﬂuinqryzywma WWavinmTAdada ll
mim‘%wmmﬁ'@mommguvl,mﬁ’m 95% ethanol laglE3Tn1InAN(Maceration)
1, %’ammm;luvlmﬂizmm 50 N34 b§ flask WA 500 WA UNNILTIH95% ethanol UTu1eT 250
URANNUIW 2 T% ITEHININITRANTNITIVEN flask A2LLATIVEIRITAINLSY 250 JaUGawH
Huszez 9 Weasumnuarnmafvasana lasrunszanwnsaduas 1
2. ﬁnm‘saﬁhﬁiﬁmﬁﬂﬁﬁuﬁu&ﬂ"ﬁ”m%aoi:mmmuqmutywmﬂ(rotary vacuum evaporator) L8

v A Aa A % g; 2 =3 o % d' (2 ] 1
RIIRNAUUTIGTRARIRD 1w 3 wassnIanatudn  39ansnsanan taananslaadle
evaporating dish ﬁﬁvlﬂé'auuéwmuquqmﬁgﬁ (water bath)aunsznd laansananuitsrsatiudn
o = 0/ v =} U v dl =1 v o =1 dl a [o] dl =} o

3. vimafussanauksrtadutuildlumaiiuas udhldiiunamngll 4°C iNaieTourh
ML TUAauea b

[y ¥
a v o A v o =) a

msmaaum'gwmmamumaomsaﬂwmumnwmgu"l,ws@im%a Campylobacter spp. lagid
agar well diffusion

APMInesay %mmiaﬁ'@%muﬁmgﬂwsmmL°1Tu°iTu 200 WN./4A. @T’JﬂﬂLﬂmlﬂu%quﬂ%mm
wanaz 35 lulasfas Toafiammnzide 1 Mwaznagauasanals 5 wiia Miwae 2 wawn aziu
@Tamuqu‘[mﬁé’amuguwaaﬂfﬁmé&u §IudIAIUAUNALINIZ]E5% glacial acetic acid M3
nanas 3 1 inldiuneldanin microaerophilic condition ‘ﬁ'qm‘ﬁgﬁ 370C 1w 48 Talag
m’mﬁuﬁﬂmaf@Lﬁumuﬂuﬁﬂmw%nmﬁaﬁvlmﬁ]%mvé'nwmﬂsﬁula (clear zone) JOUNQUENTANG
mg]u"LWiLL@iawﬁwmm‘ﬂuﬁaamm udrmaaasTuTinraLss T uinIW AaldananIaiangny
nnirflirad ldnasaumsnasasealy

HaN1INAaaInyd nmahATaywlnidwin - 60 e anafiesIsnaneIu@IBds
maceration lagld 95% ethanol LIuAITNaa1ULAITREAITNRLAILaDNAIBLATDITL ALY
FOYINA (rotary vacuum evaporator) LEIENTENAREIUAMUTNTY 200 UN./UA. lunesau
ﬂizﬁw%mwiumiﬁugaﬂﬂiLa%@maqL%a Campylobacter 1ae3% agar well diffusion U%a1%13
Semi-Solid Brucella Agar WudTayulns 6 ufa ﬁﬁﬂs:ﬁw%mwium‘sﬁuﬂgamil,ﬁtymaaL%@"L@T
TagralhAausnalawlafinlddaan (mwi 7) ﬁmmﬁﬂa%ﬂuma 14.80-22.40 uy. louA &9

RNAVEIUINHARNA Y NaNzudilay luqmﬁ@mﬁ AAN&IIA  WAYa LLaﬂuwg 1¥ua
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22.40+1.29, 17.80+£1.09, 16.13+1.29, 15.50+0.57, 15.30+0.92 Laz 14.80+0.89 Wu. ANRAU
mm:ﬁﬂ@;umquNamnlﬁmmﬁmﬁumguﬁﬂmwaﬂmﬂmﬂu 29.20+0.67 wi. WaldTauiiiay
Uszdnsawlunsdudanaaiyueise Campylobacter N3 10 Tliavasayulning 6 oiia wui
sIananuaaNatng idnadoiduiuguinaivessinuduginiingaadfitoidy fe
22.40 Nu. (P<0.05) AIUEAINALBANIIIN 4 wazilavinnmsdsuaanudunsa-ans vasasana
g: a v, U I 1 Qg‘l/ ¥ U a e 1 v v U
nNTng 6 ha WA 1dn 6.5 faunagaugNIAkTaa183DNNIAINE1ITI9AY HAWLIN ’1T
e A & A, “ & K. 4
&NANNTNI 6 Tha ldanansndugaudala (a13190 5)

Campylobactzr 1solate Ad Cam pylobacer 1solate B2

WA 7 usasanIdwie Campylobacter spp. (A4 Uz B2) BaI8NIEAARINLINAT
a&gu"lwsuua’lmit.ﬁyﬂm.%a Semi-Solid Brucella Agar. (17 35 W vasansana
agu"lwsﬁmwmﬁwiu 200 uN./u8. ANgW)

A = aualny, B = 1764, C = Wy, D = 18, E = 8137, F = uzawilan, G= guidiaina
H=dula, I = Wnaw (NANAIVANNAAL), J = 5% glacial acetic acid (NYUAILAN

NALIN)

o & &

01719 1 4 usaInavaIay U IWINgNISusuTa Campylobacter 106788197 ldanlA

Campylobacter mié’fuffamiw%muLﬁnfmwaa@ya (330.)*
analng Nzawilaw zgmﬁmmﬂ #7190 Ny Hh)

A1 21+0.09 19+0.00 18+0.00 16+0.06 15+0.00 15+0.07
A2 22+0.00 17+0.05 15+0.00 15+0.06 15+0.00 15+0.07
A4 2310.00 19+0.00 16+0.00 16+0.00 15+0.07 14+0.00
A6 21+0.00 16+0.00 16+0.00 15+0.00 17+0.00 15+0.00
B1 22+0.09 18+0.00 16+0.06 15+0.07 14+0.07 15+0.00
B2 22+0.08 18+0.05 18+0.01 15+0.00 15+0.08 15+0.00
B6 2210.08 18+0.00 14+0.00 16+0.00 15+0.00 15+0.00

B7 24+0.04 18+0.00 15+0.00 16+0.00 17+0.06 15+0.00
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B9 25+0.08 16+0.00 17+0.00 16+0.06 15+0.00 15+0.00

B10 22+0.04 19+0.05 16+0.00 15+0.06 15+0.07 15+0.00

Auady 22401297 17.80+1.09° 16.13+1.29° 15.50:0.57" 15.30:0.92" 14.80+0.89°

ab,c,cd,

? fuapfiidsneyinufiuandronulusiiueuiienuuandisiuae oAy

80@ (P<0.05) ALaay + @hLﬁmLuummgmmﬂmimaaaa‘hmu 3 dn

ﬁ’mf&l’u fa negative control S’fimamwa no clear zone (iial,%a“fi‘] 10 lolaan (isolates) ﬁﬁ’m’]‘i
Nasau5% glacial acetic acid Aa positive control G’f}alﬁmmﬁmﬁumuguﬁnmﬂsﬁﬂa Winny
29.02+0.67 wu.

A1, A2, A4, A6, B1, B2, B6, B7, B9 uaz B10 fa Campy/obacter~7‘iLmn"L@Tmn"lriLéTmhuquﬁnan

wau WINNU 6 V4.

svanaanfinaywling dwriwaugnaslawlaniuansgnadu i
n’m%’%tylﬁufmmaalﬁya (33.)

sualny lildusudn pH 2.80 22.00+1.00

WaIUSUAN pH 71 6.5 NC

weanutlan laléUsudn pH 2.56 18.33+1.15

wasllsuen pH 7 6.5 NC

guiAana 1alduUTuen pH 4.55 16.33+1.53

wasUUAN pH 71 6.5 NC

a137 W'ledsuen pH 3.85 15.67+0.58

W&IUSUAN pH 71 6.5 NC

aa 1ai'leTuen pH 3.65 14.67+0.58

WaIUSUAN pH 71 6.5 NC

wa 1ldiLTuen pH 5.67 15+0.00

WagUSUAN pH 71 6.5 NC

NC = no clear zone, T louls (clear zone)

(2
v A

H Qg Qs g; =Y { o Qs ]
A1319N 5 NDewLTa Campylobacter spp. VBIRIIFNAINNTNG 6 THA LUaNNILUTUAN

NLaw (pH)

Tuaauh 2 MIMANUTUTUAIFA (minimal inhibitory concentration, MIC) 284813
snansuanATaY K ININTANIngUsINIaIYyvedTa  Campylobacter spp.lasiT agar well

diffusion
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NANIINARDINLI UL ENTANWVAIRNIRNANNT 6 THa lalA s1IaNanaNang yzanuilay
= = A Lo & a & ~
TULAANG 8130 B8 uazWg NF1NNINeangNITLLINIATYVadTe Campylobacter spp. (A2) 1
o o o s Ao ' £ A X A a A A
szauaNUduTude 9 uazmuﬂmwmwmsaguvlmaammmwwm%aammmmwumama
v o A o A d a 56 o & & ' @ o &
AARIVBIANNTNTUN T waztlaiSouiiougnslunsgugasanuin slﬂml,aumugmﬂnmﬂmu

d Lo & a_  a g
lanugasgnddugimstasyidvlavesie

i) wa §130
AN 8 UEIITALANUTNT UV I IR AR TR W dallio Campylobacter spp.
’Lummil,gmv%?a Semi-Solid Brucella Agar.
1 =200 NN./NA., 2 = 100 NN/NA., 3 = 50 UN/AA., 4 = 25 UN/UA., 5 = 12.5 UN./NA.,
6 =6.25 Un./Ux., 7 = 3.12 Un./UK., 8 = 1.56 Un./ux., 9 = 0.78 UN./UR.,
10, 11 = Tnan
NN 6 WU ﬂ"lﬂ')’]&lLf]’uf]’u@‘i"]q@ﬁm&l’ﬁﬂgﬂ&dﬂ’ﬁﬁﬁmﬂ]ENL%E] Campylobacter spp. (A2)
maamsaﬁwmumﬂﬁms\qm"lwsﬁy'a 6 vliaaglugig 25-200 an/ua. lagasanaanuasua iny
WazHaNzauilanaansnaena NS ewiEe Campylobacter spp. (A2) "lﬁﬁﬁqﬂiﬂﬂlﬁ@iﬁ MIC \inny
25 an./aA. 38989anAe aIanaNluTAaINg uazaananIf SAIMIC iy 50 wn./ue. 8w
aIanaNluNgwudn pengniewLEe Campylobacter spp. (A2)Vl,@‘1"@°hq@1 lagfidn MIC winAy

200 yn./UA.

=~

@ & = Lo & a a
W Wwiwgudnaslowlafiuansgndguginisieigiivle
synlns | 2a0ie (ua.)

AMALTNIWVDIENTEANA (NN.JHA.)

0.78 1.56 3.12 6.25 12,5 25 50 100 200 pH

sualng - - - - - 10 |15 |18 22 2.80
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vzanwilaw | - - - - - 10 |14 17 20 2.56
TN | - - - - - - 12 |14 16 455
88 - - - - - - 10 15 3.65
8130 - - - - - - 15 |13 8 3.85
W - - - - - - - - 14 5.67

4 v ] d ng g; a ~ 4
A191916 LauwwuguﬁﬂawalsﬁulaﬁmeﬂmwmmiwszyL@UIW@@L%@ Campylobacter spp.

(A2) vaIsIRNanEUATAYUINT Aizauanuidududng 9

Tuaauil 3 AnsHavassIanafTaywlnIdanaiyuaznsviatanuae
Campylobacter spp. lum@ﬁmsﬁgmmﬂﬁmL%a"ﬁﬁ@mm Mueller-Hinton Broth
mMaURsuuLlasswiuia Campylobacter spp. (A2) lwa1w13ia8 Taadalna Mueller-

]
=

Hinton Broth ﬁLaNa’]iﬁﬁ'@'ﬁnﬂNﬂﬁﬂJavLﬂﬂ 1u3$ﬂj70ﬂqiﬂNL%aﬂqmﬁﬂn 37OC Lj‘juni‘n 0, 24,
36, 48, 60, 72, 84, 96 WAz 120 T2 144

HANIINARDINLIN

Mueller-Hinton Broth Nt@uansanaanuasue Inawse ki laidussanala g lusenitems

=

durafamnndl 37°C 1Juaan 120 33139 311 Campylobacter 119 1 WU $1uIwTe

9 U

Aa

Iimaaiyaulanafifl 5.22£0.10 log10 CFU/MI AURHFANIITNAREY NANIINARBIVBIVIAN 2

72

a o [ o o

(ﬁmé"u) fu:uanwmzﬂmﬂnunumim‘%zylﬁﬂmau%a Campylobacterlum@ﬁ 1 au§uq@
mineaas §ulueft 3 wuin SuwdeldGuanasann 5.11£0.04 log10 CFU/ml Tz lus

7 24 uszaansiion § AT luefl 60 Wuind Campylobacter 3.58+0.11 log10 CFU/MI waziiiaf
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Abstract

Campylobacter, particularly Campylobacter jejuni contamination of poultry products, is an important pathogen causing
gastroenteritis in healthy people, and with more severe complications in children, elderly, and individuals with underlying health
problems. Because use of antibiotics in poultry production is prohibited, alternative pre-harvest interventions such as use of
plant products and other natural products to reduce the carriage of Campylobacter in chickens are under extensive
investigations. The study was conducted to determine whether ethanolic extracts of 60 medicinal plant species from 36 families
which are effective plants on curing of diarreah human symptoms can in vitro inhibit the growth of 10 strains of Campylobacter
spp. isolated from chickens and to evaluate whether the selected plant extract exhibiting the strongest anti-Campylobacter in
vitro can prevent Campylobacter colonization in broiler chickens. In in vitro study, an agar-well diffusion method was used to
screen the antibacterial activity of the thai plants and to determine the minimal inhibitory concentration of the selected plant
extracts. Of the 60 study plants, only 6 (or 10%) medicinal plants (Terminalia chebula, Phyllanthus emblica, Senna alata,
Mammea siamensis, Morinda citrifolia, and Piper betel) inhibited all strains of Campylobacter examined. Ethanolic extracts of
Terminalia chebula and Phyllanthus emblica showed the strongest activity against Campylobacter isolation (A2) with the MIC
value as low as 25 mg ml'1. Also Terminalia chebula demonstrated wash-out effect on Campylobaccter in the adjusted media
broth. Conseqeunly, the Terminalia chebula extract was selected for study against Campylobacter colonization in broiler
chickens. The 1-day-old 40 chickens were randomly assigned into 4 groups of 10 chickens. At aged 8 days, chickens in group
1, 2, 3, and 4 were received no treatment (a negative control), no treatment (a positive control), the Terminalia chebula extract
at duoble concentration of its MIC value (50 mg/bird) for 4 days by crop gravage, and commercial herbal product, respectively.
At aged 9 days, chickens in all groups except group 1 were orally inoculated with 1 x 106 CFU/ml of Campylobacter isolate (A2).
All chickens were allowed growing until aged 12 days before they were humanely killed. The caecum was aseptically removed
and its content was subjected for Campylobacter enumeration. Although the Terminalia chebula extract could not prevent
Campylobacter colonization in broiler chickens, it significantly decreased the bacterial load when compared with the positive
control and with commercial herbal medicine (P<0.05). Therefore, ethanolic extracts of some medicinal plants have a high

potential for further investigations to use as Campylobacter decontamination in poultry industry.
Keywords: Medicinal plants, Ethanolic extract, Antibacterial activity, Campylobacter, Chickens.

1. Introduction

Campylobacter is a common bacterial pathogen causing gastroenteritis in humans worldwide (Coker et al., 2002;
Organization [WHO], 2000). Campylobacter jejuni is most commonly isolated from human with diarrheal diseases (Hariharan et
al., 2004). Dose-response studies have shown that ingestion of about 10 to 500 cells of C. jejuni is sufficient to infect the human
host (Ridley and Newell, 2004; Rosenquist et al., 2003). Individuals who are infected with Campylobacter may have symptoms
of severe diarrhoea, fever, abdominal pain, nausea and vomiting that usually last for 5 to 7 days (Koenig, 2005; Tortora et al.,
2002) in addition, the infection is usually more serious in children, elderly people and people with underlying health problems
(Roberts et al.,1998). It was estimated that one out of 1,000 Campylobacter infections lead to the Guillain-Barre syndrome, an
acute demyelinating disease characterized by muscular paralysis and leading to 2 to 3 % mortality (Allos, 1997). Campylobacter
infection in humans were frequently associated with the consumption of Campylobacter contaminated meat products, especially
poultry products (Wingstrand et al., 2006).

Chicken plays a major role as a main source of campylobacteriosis in humans. It may be explianed by the
colonization mechanisms of Campylobacter which is a predominant Campylobacter jejuni species in gastrointestinal tracts of
chickens. It was belived as normal avian microbiota because chicken generally remains asymptomatic clinical sign despite
carring a huge number of the bacteria up to 108 colony forming units (cfu) per gram in intestinal content (Dhillon et al., 2006). In
contrast with this hypothesis, some studies have been reported that C. jejuni is able to invade the chicken intestinal mucosa
(Knudsen et al., 2006) and can cause systemic infection (Sanyal et al., 1984). In a recent finding, C. jejuni has particular

colonization mechanisms by escaping rapid mucosal clearance and by fast replicating in chicken intestinal mucus, which result
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in a persistent infection of chicken guts (Deun et al., 2008). Additionally, the ability to colonize the chicken gut varies between
strains or dose infecton (Young et al., 1999), but once one chicken is infected, the bacterium spreads intensively through the
whole flock, resulting in infection of almost 100% of the chickens (Lindblom et al., 1986). C. jejuni usually appears in broiler
flocks at an age of 2-3 weeks (Gregory et al., 1997), which coincides with a drop in maternal antibody titers (Sahin et al., 2001).
It has been reported that as few as 2-35 CFU/g (Knudsen et al., 2006; Stern et al., 1988) was sufficient for cecal colonization,
while others mentioned a higher minimal inoculation dose, up to 5 - 104 CFU/qg for 14-day-old chicks (Ringoir et al., 2007).

The use of antibotics for therapy and prevention of infectious diseases in modern intensive poultry production is
probably not a rational solution for reducing Campylobacter incidence. Several studies have actually focused on that the partial
association between the veterinary use of antibiotics and the emergence of resistant strains of Campylobacter are related to
human enteritis (Desmonts et al., 2004; Luangtongkum et al., 2006; Pezotti et al., 2003). Currently, the use of antibiotics in
feed to prevent colonization of Campylobacter in chickens has been prohibited throughout Western European countries.
Therefore, the investigation of the abtibacterial activity of medicinal plants or herbs to replacing antibiotic use in the livestock on
pathogents causing human diarrhea are remarkable. The use of alternative medicinal plant to cure diarrhea symptoms in human
has been occasionally existance in developing countries. One challenging alternative to deal with Campylobacter infection is to
use the traditional medicinal plants that have a potential for bacterial growth inhibition. Indeed, medicinal plant extracts have
been developed and proposed for use in food as natural antimicrobials (Del Campo et al., 2000; Hsieh, 2000; Hsieh et al.,
2001). However, there is still limited information in the use of medicinal plant extracts against Campylobacter.

Therefore, the objectives of this study were to investigate 60 species of Thai medicinal plants extracted by 95%
ethanol for in vitro growth inhibition of Campylobacter spp. isolated from chickens and to test the effect of the selected plant
extract against Campylobacter spp. colonization in broiler chickens.

2. Materials and Methods
2.1 Plant materials

Fresh and semi-dried samples of 60 medicinal plants purchased from the local markets of Thai traditional spices and
medicinal plants in Khon Kaen, Thailand in January 2009 were used in this study (Table 1). Selection of the plant samples
(plant species and plant parts) to use in this study was based on their ethnomedical information and bioactivity related to
antibacterial effect practiced by Thai herbalists association. The samples were prepared and deposited at Department of
Veterinary Public Health, Faculty of Veterinary Medicine, Khon Kaen University.

All samples were washed under running tap water, sliced and air-dried at 50°C in a hot air oven. The final moisture
content of plants was 5 to 8 % (w/w), which was determined by gravimetrical method. Dried samples were ground to powder
using a mechanical grinder and kept separately in plastic bags in dry condition until use.

2.2 Plant extracts

Dried, powdered plant materials were extracted with 95 % ethanol. In brief, 50 grams of each plant sample was mixed
with 250 ml of 95% ethanol (Ahmad et al., 1998) the mixtures were left overnight on a mechanical shaker at 190-220 rpm for 2
days at room temperature and then filtered through Whatman No.1 filter using Buchner funnel. The extracts were further
concentrated to dryness under reduced pressure at 37°Cin a rotary evaporator to make the final volume one-fourth of the
original volume (Parekh et al., 2005). Finally, the residue was dried in a hot air oven and dissolved in sterile distilled water to a
final 200 mg/ml. The extracts were filtered again using a 0.2 Um filter (CE 0297, Goettingen, Germany) to obtain the sterile
extracts and the samples were then stored at 4°C until use.

2.3 In vitro antibacterial assays
2.3.1 Campylobacter preparation

In this study, 10 strains of Campylobacter isolated from locally conventional chickens kept frozen at -70°C in Mueller-
Hinton (MH) (Oxoid, CM 405) broth containing 31 % (w/v) glycerol were used. The bacterial strains were thawed at room
temperature. One loop of each stock solution was streaked on charcoal — cefoperazone — deoxycholate (CCDA) agar (Oxoid,
CM 739, Bastingstoke, Hampshire, U.K.). The plates were kept at 42°C under microaerophilic conditions (5% O,, 10% CO,,

85% N,) generated by using a gas package (BBL, Becton Dickinson, USA) in anaerobic jar for 48 hours. Thereafter, one typical
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colony of each strain of Campylobacter was transferred into a tube containing 10 ml of 85% normal saline solution. The
concentration of the culture was adjusted with 85% normal saline solution to match 0.5 Mc Farland standard. This
campylobacter culture was use in the experiment below.
2.3.2 Antibacterial screening
2.3.2.1 Agar-well diffusion assay

The antibacterial tests were performed using agar-well diffusion assay (Okeke et al., 200; Perez et al., 1990). The
campylobacter culture from the above were adjusted to a McFarland turbidity of 0.5 (approximately 1.0 x 10 ¢ CFU/ml) then, 150

pl of an individual active culture of Campylobacter isolation was transferred into 14 ml of semi-solid brucella agar 0.75%(w/w) (

Oxoid, Hampshire, England) at 50°C. The inoculated medium was swirled to distribute the Campylobacter and held at room
temperature for 30 min. Subsequently, wells (diameter = 6 mm. and depth = 4 mm.) were bored in the agar, and 35 pl volumes

of 200 mg/ml of each reconstituted extract was pipetted into wells. Sterilized water (35 pl) was used as negative control and 5%

glacial acitic acid (15 pl) was used as a positive control. The plates were incubated at 37°C under microaerophillic atmosphere
for 48 h, and then were observed for the presence of inhibition of bacterial growth that was indicated by a clear zone around the
wells. Antibacterial activity was determined by measuring a diameter of an inhibiting zone in millimeters (including the well, 6
mm in diameter) with a Vernier caliper. The absence of a zone inhibition was interpreted as the absence of activity. Each plant
extract was tested in tripicate. Only extracts that showed antibacterial activity with mean diameters of the clear zone at least or
exceeding 15 mm. were proceeded for the MIC assay.
2.3.2.2 Minimal Inhibitory Concentration assay

In this step, minimal inhibitory concentration (MIC) of the selected plant extracts was determined. Concentrated
extracts of the selected plants having antibacterial activity from the first screening were added in 0.85 % sterilize normal saline
to make two-fold serial dilutions (7.8 to 200 mg/ml). Then, 150 pl of Campylobacter isolate (A2), containing appoximately 106
CFU/ml, was transferred into 14 ml of semi-solid brucella agar 0.75%(w/w) at 50°C. The inoculated medium was swirled to

distribute the Campylobacter and held at room temperature for 30 min. A well (diameter = 6 mm. and depth = 4 mm.) was made

aseptically in which 35 pl of each dilution of the extracts was transferred. The plates were incubated at 37°C under
microaerophilic atmosphere for 48 h and were observed for the bacterial growth inhibition. The lowest concentration that can
inhibit the bacterial growth was recorded as MIC of a crude extract. This study was done twice. Only a plant showing the best
MIC value was selected for the next assay.

2.3.2.3. Inhibitory effect of the selected plant extract on Campylobacter in Mueller-Hinton (MH) broth bottle

2.3.2.3.1 Preparation of MH broth bottle

100 ml of MH broth was transferred into a bottle (200 ml) covered with rubber stopper and sealed with an aluminium

cap, and then the bottle was heated at 121°C for 10 min. Briefly, the microaerophillic atmosphere, adjusted to a pressure at 1

bar in the bottle, was established by exchanging the air with gas from a cylinder containing 5% O,, 10% CO, and 85%

Ny(Chaveerach et al., 2003). After that, the bottle was sterilized again at 121°C for 15 min and kept at 4°c.
2.3.2.3.2 Inhibitory effect on Campylobacter isolation (A2)

In this assay, 150 L1 of the active culture of Campylobacter (A2) was aseptically transferred into the MH broth bottle
1, 2 and 3 by using a sterile needle and syringe. In bottle 1, 0.5 ml of the Terminalia chebula extract (the extract showing the
best anti-Campylobacter from the above assay) with a duoble concentration of its MIC (the extract dissolved in 0.5 ml distilled

sterile water) was added at 24 h and 48 h. In bottle 2 (a negative control), 0.5 ml of sterile water was added at 24 h and 48 h.

In bottle 3 (a positive control), the extract and sterile water were not added. All inoculated bottles were incubated at 42°C.
Then, 1 ml of the samples was taken aseptically from each bottle by using a sterile syringe at 24, 36, 48, 60, 72, 84, 96 and
120 h and then was serially tenfold-diluted with 0.1% peptone water. Afterthat, 100 L1 of appropriate dilutions was plated onto
the CCD agar. A plate was incubated at 42°C under a microaerophilic atmosphere for 48 h. The typical colonies were recorded
and expressed as logyo CFU/mI. This experiment was done twice.

2.4 Inhibitory effect of the selected plant extract on Campylobacter colonization in broilers
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1-day-old 40 broilers were randomly assigned into 4 experimental groups in ehich there were 10 broilers in each
group. In group 1 (a healthy control), chickens did not received any treatments. In group 2 (a positive control), chickens were
orally inoculated with 1x106 CFU/ml of Campylobacter isolation (A2) at day 9. In group 3, chickens were received the extract of
Terminalia chebula with the double concentration (as above described) via crop gavage at day 8, 9, 10 and 11 while
Campylobacter inoculation at day 9. In group 4, chickens were received commercial herbal medicine product with duoble
concentration the similar treatment like group 3. Each group of chickens was maintained separately in floor pen (size 0.6 x 1.0
mz) on clean rice husk. Light was continuous during the whole experimental period. All chickens were free allowed to feed
(without antibiotic) and drinking water adlibitum until day 12 and then they were humanely killed. The caecum was aseptically
removed to collect caecal content for Campylobacter isolation.

Experimental protocols on chickens in this study were approved by the Research and Animal Ethnic Committee of
Khon Kaen University, Thailand. Animals care and use were conducted under the Guideline of FELASA.

2.5 Statistical analysis

In an agar well diffusion assay for antibacterial screening, descriptive statistics of antibacterial tests were calculated
from a diameter of an inhibiting zone in millimeters of three replicates for each Campylobacter isolation. MIC of a crude extract
of each selected medicinal plant was calculated from the average of two replicates.

In an assay for inhibitory effect of the selected plant extract on Campylobacter in Mueller-Hinton broth bottle,
Campylobacter colonies were calulated from two replicates and expressed as log;, CFU/ml. The different of mean of
Campylobacter number in each group was compared using simple t-test.

In an assay for inhibitory effect of the selected plant extract on Campylobacter colonization in broilers, analysis of
variance (ANOVA) was conducted to compare log,q number of Campylobacter number among treatment groups with post hoc
test using Duncan’s multiple range test for comparison between pair of particular groups. A statistical significance was

determined when P-value less than 0.05 using SPSS version 10.1.

3. Results
3.1 Anti-Campylobacter screening

Of ethanolic extracts of 60 plant species tested, only extracts of 6 plant species were demonstrated to have
antibacterial activity against 10 strains of Campylobacter (Table 2 and Figure 1). These plants were Terminalia chebula,
Phyllanthus emblica, Cassia alata, Mammea siamensis, Morinda citrifolia and Piper betel with the inhibition zones ranging from
15 to 25 mm. The ethanolic extract of Terminalia chebula was demonstrated the highest anti-Campylobacter activity with the
average inhibiting zone of 22.4 mm. (Table 3).
3.1.2 MIC on Campylobacter

6 medicinal plants demonstrated strong anti-campylobacter activity were tested against Campylobacter isolation (A2)
(Figure 2). Of 6 medicinal plants with 9 different concentrations: 200, 100, 50, 25, 12.5, 6.25, 3.12, 1.56 and 0.78 mg/ml, an
ethanolic extract of Terminalia chebula and Phyllanthus emblica showed the strongest activity against Campylobacter isolation
(A2) with the MIC value as low as 25 mg/ml, while the extract of Piper betel showed the weakest activity (MIC=200 mg/ml). With
producing the largest inhibiting clear zone and showing the lowest MIC value, the Terminalia chebula extract was selected for
the next assay.
3.1.3 Inactivation Campylobacter (A2) by Terminalia chebula in the MH broth bottle

In the bottle 1, Campylobacter number was 3.18+0.00 log,, CFU/ml at the beginning. After 24 h, the numbers were
5.16+0.02 log4o CFU/mI until the end of experiment the number still remained high. As well as in the bottle 3, the Campylobacter
number was similar to the bottle 1. While in the bottle 3, The growth of the Campylobacter number was 3.18+0.00 log,, CFU/mlI
at the beginning then the numbers wre 5.11+0.00 log,, CFU/mI at 24 h. After that the numbers were gradually decreased to
4.7040.02, 4.140.08 and 3.58+0.11 log,q CFU/mI at 36, 48 and 60 h respectivetly. After that the numbers of Campylobacter
were under detection until the end of experiment (Figure 3).

3.2 Inhibitory effect of the selected plant extract against Campylobacter colonization in broilers
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In the group 1, no campylobacter was found at the end of experiment. Campylobacter number in group 2 was on
average 8.07+0.62 log,, CFU/g. Interestingly, in the group 3, Terminalia chebula significantly reduced Campylobacter number at

2.35 logy, CFU/g while commercial extract in the group 4 could decrease 0.87 log,, CFU/g (P< 0.05) (Table 4).

4. Discussion

Our results demonstrated that ethanolic extracts of 6 thai medicinal plants can in vitro inhibit various strains of
Campylobacter isolated from chickens. Although several studies have been reported that extracts of several plants can in vitro
inhibit various bacterial pathogens (Ramar Perumal Sammy and Ponampalam Gopalakrishnakone, 2008), few studies have
been reported that plant extracts can inhibit Campylobacter in vitro. For example, aqueous extracts of Chinese leek inhibited
Campylobacter jejuni and coli isolated from chickens (Lee et al., 2004), and roselle calyx extract inhibited antibiotic-resistant
Campylobacter jejuni, coli and fetus in agar plate and ground beef (Yin and Chao., 2008).

It is generally known that plants contain a number of organic components including alkaloids, terpenoids, flavones,
quinines, phenol and tannins, all of which have antibacterial activity (Cowen, 1999). However, there is no doubt that a great
number of factors can influence in vitro antibacterial properties of plant extracts such as cultivation conditions and extraction
methods (Shene et al., 2009). Therefore, a variety of extractants are used to get antibacterial substances from plant extracts.
Previous study, methanol or ethanol were reported to extract for alkaloid, sterols, polyphenols, tannins; acetone for flavonoids
and steroids; hexane, diethyl ether or chloroform for fat soluble and esters; dichloromethane for terpenoid group; and water for
the water soluble components like glycosides, polysaccharides, polypeptides and lectins, which are most effective against
pathogens (Ramar Perumal Sammy and Ponampalam Gopalakrishnakone, 2008). Generally, water and alcohol (either methanol
or ethanol) are mainly used for a large number of crude extract preparations for the initial anti-bacterial screening of plants. In
this study, we used ethanol and water as an extractants. In our study, it was showed that the important ingredients of Terminalia
chebula as anti-Campylobacter substances may disslove in ageous solution. Clearly, water extractant did not showed any anti-
Campylobacter activity. Therefore, although we do not know exactly what the anti-Campylobacter substances are, the plant
extracts exhibiting anti-Campylobacter may contain substances that solubilize in ethanol such as phenolics (Acharyya et al.,
2009). Some medicinal plants without anti-Campylobacter activity in this study may also contain the activity, if appropriate
extraction solvents for those particular plants are used.

In this study, ethanolic extracts of 6 medicinal plants strongly exhibiting in vitro anti-Campylobacter activity were
Terminalia chebula, Phyllanthus emblica, Senna alata, Mammea siamensis, Morinda citrifolia, and Piper betel, although degree of
the inhibition differs among the plant extracts. Of these 6 plant extracts, the Terminalia chebula extract showed the best activity
with the largest clear zone of inhibition and with MIC value as low as 25 mg/ml; therefore, we selected this plant extract for
further evaluating its efficacy against Campylobacter colonization in broilers. Even though we could not find any report from
literature search of Terminalia chebula extract against Campylobacter in vivo, several studies have been reported that this plant
extract exhibits in vitro antibacterial effects against a wide range of bacterial pathogens. Terminalia chebula extracts are
effective in inhibiting both gram-positive and gram-negative bacteria such as Salmonella typhi, Staphylococcus aureus, Bacillus
subtilis, and Pseudomonas aeruginosa (Kannan et al., 2009), trimethoprim-sulphamethoxazole resistant uropathogenic
Eschericia coli and methicillin resistant Staphylococcus aureus (Bag et al., 2009). In addition, with a variety of extractants,
Terminalia chebula extracts have antimicrobial effects against a wide range of bacterial pathogens: the extracts with ether,
alcoholic, and water showed significant antibacterial activity against Helicobacter pylori (Malekzadwh et al., 2001); the extracts
with methanol inhibited muti-drug resistant Vibrio cholerae, Aeromonas hydrophila, and Bacillus subtilis (Acharyya et al., 2009);
and the extracts with acetone showed the highest activity against dental caries pathogens (Aneja and Joshi., 2009). All of these
reports as well as our report indicate that Terminalia chebula has a potential for further development to use as an antimicrobial
agent. However, comparison among published data is complicated because the outcome of a test is affected by many factors
which vary among studies such as the volume of inoculum, growth phase, culture medium used, pH of media, and incubation
time and temperature (Friedman et al., 2002).

While ethanolic extract of Phyllanthus emblica, Senna alata, Mammea siamensis, Morinda citrifolia, and Piper betel in

vitro also exhibit anti-Campylobacter activity. In previous study, Phyllanthus emblica extract inhibited muti-drug resistance
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Salmonella typhi (Rani and Khuller, 2004) and its volatile components show in vitro antibacterial activity against both gram-
positive and gram-negative bacteria (Liu et al., 2009). In according to our result, antibacterial activity of Phyllanthus emblica is
less effective than that of Terminalia chebula (Ghosh et al., 2008). The crude extracts of Senna alata (also called Cassia alata)
containing steroids, anthraquinone, glycosides, volatile oils, and tannins exhibited antibacterial activity against Staphylococcus
aureus, Streptococcus faecalis, Micrococcus luteus, Bacillus subtilis and Pseudomonas putida (Adedayo et al., 2001), and
against acne-inducing bacteria (Chomnawang et al., 2005). Of 3 alcoholic (methanolic, ethanolic, and petroleum ether) extracts
of Senna alata leaves, the methanolic extract showed the highest antibacterial activity against various bacteria such as
Eschericia coli, Bacillus subtilis, Salmonella typhi, Pseudomonas aeroginosa and Staphylococcus aureus (Owoyale et al., 2005).
Morinda citrifolia extract exhibited antibacterial activity against Staphylococcus aureus and Methicillin resistant Staphylococcus
aureus (Zaidan et al., 2005), and against various pathogenic bacteria isolated from aquatic organisms (Wei et al., 2008). Crude
aqueous extract of Piper betle leaves caused plasma cell membrane damage and coagulation of the nucleoid, and significantly
reducing acid producing properties of Streptococcus mutans (Nalina and Rahim, 2007). The methanolic extract of Piper betel
was considerably more effect than aqueous extract against gram-positive and gram-negative bacteria (Nair and Chanda,2008).
Although chicken meat is recognized as the main source of Campylobacter jejuni contamination causing gastroenteritis
in human (Wingstrand et al., 2006), colonization strategy of Campylobacter is not well undestood and is complicated resulting in
persistent infection of the chicken gut (Deun et al., 2008). In addition, because thermophilic Campylobacter grow optimally at
temperatures near 42°C (Park., 2002), the higher metabolic temperatures (42 oC) found in poultry species may predispose
poultry to be a prominant reservoir for thermotolerant Campylobacter. Control and management strategies to reduce the risk of
campylobacteriosis are through careful management practices focus on innovation methods to avoid-cross-contamination from
raw meat products (Horrocks et al., 2009). Reduction of pathogens before arrival to the abattoir is of great concern because pre-
harvest interventions may diminish possible retail sources of infection, thereby decreasing human illness associated with
foodborn pathogens (Vugia et al., 2003). Antimicrobial treatments exist for reducing Campylobacter loading of intestinal tract;
however, because of potential residues and issues relating to antimicrobial resistance, use of antibiotics for pre-harvest control
of Campylobacter is undesirable. Therefore, considerable research has been directed forward the development of alternative
pre-harvest interventions to reduce the carriage of Campylobacter in chickens on the farm, but at present, none are widely
available or accepted. In this study, the Terminalia chebula extract did the best among the 60 plant extracts against
Campylobacter, therefore, the wash-out effect was found in the vitro study. We also found the decrease of Campylobacter load
in the chicken ceacum. It may be unable to prevent Campylobacter colonization in chicken caecums because many factors are
involved such as pharmacokinetics of the extract in a gastrointestinal tract of a chicken, and colonization mechanisms of
Campylobacter. The result of this study was comparable with that of the previous study (Lengsfed et al., 2007) in which the
polysaccharides extracted from immature fruit of okra plant inhibit adhesion of Campylobacter jejuni to mucosa isolated from
poultry in vitro but not in vivo. These evidences indicate that many factors are play an important role in colonising of the
chickens. Although Terminalia chebula extract can significantly reduce number of Campylobacter when compared with a positive
control or even with a commercially medicinal plant product, this is unlikely to make a practical significance for a currently real
use in poultry production because chickens were still colonized with Campylobacter in high number when compared with a
negative control. However, Terminalia chebula has high potential for further development as a feed additive for Campylobacter
decontamination in poultry industry and further studies both on the extract and/or its chemical constituents on the colonisation of

chickens are needed to pinpoint of the findings.

Acknowledgements
The research performed has been part of the project MRG4780059 supported by The Thailand Research Fund (TRF)

and Khon Kaen University.

References

Acharyya, S., Patra, A., Bag, P.K., 2009. Evaluation of the antimicrobial activity of some medicinal



39

plants against enteric bacteria with particular reference to muti-drug resistant Vibrio cholerae. Tropical Journal of
Pharmaceutical Research. 8, 231-237.

Adedayo, O., Anderson, W.A., Moo-Young, M., Snieckus, V., Patil, P.A., Kolawole, D.O., 2001. Phytochemistry and
antibacterial activity of Senna alata flower. Pharmaceutical Biology. 39, 408-412.

Adhikari, B., 2003. Sparrow, file and rodents as reservoirs of Campylobacter spp. on a day farm.

MVSc thesis, Massey University, Palmerston North, New Zealand.

Ahmad, I., Mehmood, Z., Mohammad, F., 1998. Screening of some Indian medicinal plants for
their antimicrobial properties. Journal Ethnopharmacology. 62, 183-93.

Alam, M.T., Karim, M.M., Khan, S.N., 2009. Antibacterial activity of different organic extracts of Achyranthes aspera and Cassia
alata. Journal of Science Research. 1, 393-398.

Allos, B.M., 1997. Association between Campylobacter infection and Guillan-Barre syndrome.

Journal of Infectious Disease. 176(Supl 2), 125-128.

Altekruse, S.F., Stern, N.J., Fields, P.l., Swerdlow, D.L., 1999. Campylobacter jejuni an emerging
foodborne pathogen. Emerging Infectious Diseases. 5, 28 — 35.

Aneja, K.R., Joshi, R., 2009. Evaluation of antimicrobial properties of fruit extracts of Terminalia chebula against dental caries
pathogens. Jundishapur Journal of Microbiology. 2, 105-113.

Aslim, B., Yucel, N., 2008. In vitro antimicrobial activity of essential oil from endemic Origanum minutiflorum on ciprofloxacin-
resistant Campylobacter spp. Food Chemistry. 107, 602-606.

Barnhart, E.T., Sarlin, L.L., Caldwell, D.J., Byrd, J.A., Corrier, D.E., 1999. Evaluation of potential
disinfectant for preslaughter broiler crop decontamination. Poultry Science. 78, 32-37.

Bag, A., Bhattacharyya, S.K., Bharati, P., Pal, N.K., Chattopadhyay, R.R., 2009. Evaluation of antibacterial properties of
Chebulic myrobalan (fruit of Terminalia chebula Retz.) extracts against methicillin resistant Staphylococcus aureus and
trimethoprim-sulphamethoxazole resistant uropathogenic Escherichia coli. African Journal of Plant Science. 3, 025-029.

Bjerrum, L., 2005. The intestinal microflora of broiler chickens: investigations on the microbial
community and experimental infection studies. Thesis: Danish Institute for Food and Veterinary
Research, Aarhus (Denmark).

Carter, G.R., Chengappa, M.M., Roberts, A.W., 1995. Campylobacter and Helicobacter. In
G.R. Carter, M.M. Chengappa, A.W. Roberts, G.W. Claus, & Y. Rikihia (Eds.), Essentials of
Veterinary Microbiology (5th ed., pp. 184-188).

Chaveerach, P., Lipman, I.J.A., Knapen, F., 2004. Antagonistic Activities of Several Bacteria

on In Vitro Growth of 10 Strains of Campylobacter jejuni/coli. International Journal of Food Microbiology. 90 (1), 43-50.

Chattopadhyay, R.R., Bnattacharyya, S.K., Medda, C., Bag, A., Pal, N.K., 2008. Evaluation of
growth inhibitory activity of black myrobalan (Fruit of Terminalia chebula Retz.) against
uropathogenic Escherichia coli. International Journal of Chemical Science. 6 (3), 1406-1414.

Chomnawang, M.T., Surassmo, S., Nukoolkarn, V.S., Gritsanapan, W., 2005. Antimicrobial effects of Thai medicinal plants

against acne-inducing bacteria. Journal of Ethnopharmacology. 101, 330-333.

Coker, A.O., Isokpehi, R.D., Thomas, B.N., Amisu, K.O., Obi, C.L., 2002. Human

Campylobacteriosis in developing countries. Emerging Infectious Diseases. 8, 237-244.
Cowan, M.M., 1999. Plant Product as Antimicrobial Agents. Clinical Microbiology Reviews. pp.564-582.
Dachet, F., Prouzet-Mauleon, V., Oleastro, M., Megraud, F., Menard, A., 2004. Identification par
PCR entemps reel et FRET des Campylobacters les plus frequents. In: 6‘h National Congress of
the French Society of Microbiology, 10-12 May 2004, Bordeaux, No.444.
Del Campo, J., Amiot, M.J., Nguyen, C., 2000. Antimicrobial effect of Rosemary extract.
Journal of food protection. 63, 1359-1368.
Desmonts, M.H., Lebeau, I., Avrain, L., Kempf, I., 2003. Antimicrobial susceptibility of

Campylobacter isolated from chickens in France between 1992 and 2002. In: Poster presented in



40

the 12th International Workshop on Campylobacter, Helicobacter and Related Organisms, 6-10.
September 2003, Denmark.

Deun K.V., Pasmans, F., Ducatelle, R., Flahou, B., Vissenberg, K., Broeck, W.V.D., Immerseel, F.P., Haesebrouck, F. 2008.
Colonization strategy of Campylobacter jejuni results in persistent infection of the chicken gut. Veterinary Microbiology.
130, 285-297.

Dhillon, A., Shivaprasad, H., Schaberg, D., Wier, F., Weber, S., Bandli, D., 2006. Campylobacter jejuni infection in broiler
chickens. Avian Diseases. 50, 55-58.

Friedman, M., Henika, P.R., Mandrell, R.E., 2002. Antimicrobial activities of phenolic benzaldehydes and benzoic acids against
Campylobacter jejuni, Escherichia coli, Listeria monocytogenes, and Salmonella enterica. Journal of Food Protection. 66
(10), 1811-1821.

Ghosh, A., Das, B.K., Roy, A., Mandal, B., Chandra, G., 2008. Antibacterial activity of some medicinal plant extracts. Journal of
Natural Medicine. 62, 259-262.

Gregory,E., Barnhart, H., Dreesen, D.W., Stern, N.J., Corn, J.L., 1997. Epidemiological study of Campylobacter spp. in broilers:
source, timeofcolonization,andprevalence. Avian Diseases. 41, 890-898.

Hariharan, H., Murphy, G.A., Kempf, |., 2004. Campylobacter jejuni: public health Hazards and
potential control methods in poultry: a review. Veterinary Medicine-Czech. 49 (11), 441-446.

Horrocks, S.M., Anderson, R.C., Nisbet, D.J., Ricke, S.C., 2009. Incidence and ecology of Campylobacter jejuni and coli in
animals. Anaerobe. 15, 18-25.

Hsieh, P.C., 2000. Antimicrobial effect of cinnamon extract. Taiwanese Journal of Agricultural and Food Chemistry. 38, 184-193.

Hsieh, P.C., Mau, J.L., S.H., 2001. Antimicrobial effect of various combinations of plant extracts.
Journal of Food Microbiology. 18, 35-43.

Jacobs-Reitsma, W., 1995. Campylobacter bacteria in breeder flocks. Avian Diseases. 39, 355-359.

Kannan, P., Ramadevi, S.R., Waheeta, Hopper, 2009. Antibacterial activity of Terminalia Chebula fruit
extract. African Journal of Microbiology Research. 3 (4), 180-184.

Kim, J., Marshall, M.R., Wei, C., 1995. Antibacterial activity of some essential oil components
against five foodborne pathogens. Journal of Agricultural and Food Chemistry. 43 (1995), 2839-2845.

Knudsen, K.N., Bang, D.D., Andresen, L.O., Madsen, M., 2006. Campylobacter jejuni strains of human and chicken origin are
invasive in chickens after oral challenge. Avain Diseases. 50, 10-14.

Koenig, R., 2005. Genome comparison of four Campylobacter strains yields new genetic markers and
clues to virulence. <www.eurekalert.org>. Accessed 21.02.05.

Lee, C.F., Han, C.K,, Tsau, J.Y., 2004. In vitro inhibitory activity of Chinese leek extract against Campylobacter species.
International Journal of Food Microbiology. 94, 169-174.

Lengsfeld, C., Faller, G., Hensel, A., 2007. Okra polysaccharides inhibit adhesion of Campylobacter jejuni to mucosa isolated
from poultry in vitro but not in vivo. Animal Feed Science and Technology. 135, 113-125.

Lindblom,G.B., Sjorgren, E., Kaijser, B., 1986. Natural Campylobacter colonization in chickens raised under different
environmental conditions. Journal of Hygiene (London). 96, 385-391.

Liu, X., Zhao, M., Luo, W., Yang, B., Jiang, Y., 2009. Identification of volatile components in Phyllanthus emblica L. and their
antimicrobial activity. Journal of Medicinal Food. 12, 423-428.

Luangtongkum, T., Morishita, T.Y., Ison, A.J., Huang, S., McDermott, P.F., Zhang, Q., 2006.
Effect of conventional and organic production practices on the prevalence and antimicrobial
resistance of Campylobacter spp. In poultry. Applied and Environmental Microbiology. 72 (5), 3600-3607.

Malekzadeh, F., Ehsanifar, H., Shahanat, M., Levin, M., Colwell, R.R., 2001. Antibacterial activity of black myrobalan (Terminalia
chebula Retz) against Helicobacter pylori. International Journal of Antimicrobial Agents. 18, 85-88.

Nair R., Chanda, S., 2008. Antimicrobial activity of Terminalia catappa, Manilkara zapota and Piper betel leaf extract. Indian

Journal of Pharmaceutical Science. 70, 390-393.



41

Nalina, T., Rahim, Z.H.A., 2007. The crude aqueous extract of Piper betle L. and its antibacterial effect towards Strepfococcus
mutans. American Journal of Biochemistry and Biotechnology. 3, 10-15.
Nannapaneni, R., Chalova, V.., Crandall, P.G., Ricke, S.C., Johnson, M.G., O’'Bryan, C.A., 2009. Campylobacter and
Arcobacter species sensitivity to commercial orange oil fractions. International Journal of Food Microbiology. 129, 43-49.
Okeke, M., Iroegbu, C.U., Eze, E.N., Okoli, A.S., Esimone, C.O., 2001. Evaluation of extracts of
root of Landonphin owerrience for antibacterial activity. Journal of Ethnopharmacology. 78 (2-3), 119-127.
Organization[WHO)]. (2000). The increasing incidence of human Campylobacteriosis.
Report and Proceedings of a WHO consultation of expert, Copenhagen, Denmark, 21-25
November 2000 (draft version).
Owoyale, J.A., Olatunji, G.A., Oguntoye, S.O., 2005. Antifungal and antibacterial activities of and alcoholic extract of Senna
alata leaves. Journal of Applied Science and Environmental Management. 9, 105-107.
Oyofo, B.A., Buhari A Oyofo., Decy Subekti., Periska Tjaniadi., Nunung Machpud., Komalarini, S. et
al., 2002. “ Enteropathogens Associated with Acute Diarrhea in Community and Hospital
Patients in Jakarta, Indonesia ” FEMS Immunology and Medical Microbiology. 34 (2), 139-146.
Parekh, J., Nair, R., Chanda, S., 2005. Preliminary screening of some folkloric plants from
Western India for potential antimicrobial activity. Indian Journal of Phamaceutical Science. 37, 408-409.
Park, S., 2002. The physiology of Campylobacter species and its relevance to their role as
Foodborne pathogens. International Journal of Food Microbiology. 74, 177-188.
Perez, C., Paul, M., Bazerque, P., 1990. An Antibiotic assay by the agar well diffusion method.
Acta Bio Medica. 15, 113-115.
Pezzotti, G., Serafin, A.Luzzi., Mioni, R., Milan, M., Perin, R., 2003. Occurrence and resistance to
antibiotics of Campylobacter jejuni and Campylobacter coli in animals and meat in north
easterm ltaly. International Journal of Food Microbiology. 82, 281-7.
Phulan Rani, Neerai Khullar, 2004. Antimicrobial evaluation of some medicinal plants for their anti-enteric potential against multi-
drug resistant Salmonella typhi. Phytotherapy Rerearch. 18 (8), 670-673.
Piddock, L.J., Ricci, V., Pumbwe, L., Everett, M.J., Griggs, D.J., 2003. Fluoroquinolone resistance
in Campylobacter species from man and animals: detection of mutations in topoisomerase genes.
Journal of Antimicrobial Chemotherapy. 51, 19-26.
Ramar Perumal Samy, Ponnampalam Gopalakrishnakone, 2008. Therapeutic potential of plants as
Anti-microbials for Drug Discovery. eCAM Advance Access pblished on June 24, 2008. doi:
doi: 10.1093/eCAM/nen036.
Reilly, S.S., Gilliland, S.E., 2003. Improved Culturing Techniques for Campylobacter. Journal of Food
Science. 68 (9), 2752-275.
Ridley, A.M., Newell, D.G., 2004. Campylobacter jejuni control and prevention of a major
public health problem. In: Proceedings of an international EU-RAIN coference, Padua, 2-3
December 2004. Padua, Italy: Teagasc — The National Food Centre, 103-120.
Ringoir, D.D., Szylo, D., Korolik, V., 2007. Comparison of 2-day-old and 14-day-old chicken colonization models for
Campylobacter jejuni. FEMS Immunology and Medicinal Microbiology. 49, 155-158.
Rosenquist, H., Nielsen, N.L., Sommer, H.M., Ngrrung, B., Christensen, B.B., 2003.

Quantitative risk assessment of human campylobacteriosis associated with thermophilic
Campylobacter species in chickens. International Journal of Food Microbiology. 52 (3), 531-538.

Sahin, O., Zhang, Q., Meitzler, J.C., Harr, B.S., Morishita, T.Y., Mohan, R., 2001. Prevalence, antigenic specificity and
bactericidal activity of poultry anti-Campylobacter maternal antibodies. Applied and Environmental Microbiology. 67,
3951-3957.

Sakharkar, P.R., Pati, A.T., 1998. Antimicrobial activity of Cassia alata. Indian Journal of Pharmaceutical Science. 60, 311-312.



42

Sanyal, S.C., Islam, K.M.N., Neogy, P.K.B., Islam, M., Speelman, P., 1984. Campylobacter jejuni diarrhoea model in infant
chickens. Infection and Immunity. 43, 931-936.

Sato, Y., Oketani, H., Singyouchi, K., Ohtsubo, T., Kihara, M., Shibata, H., Higuti, T., 1997.
Extraction and purification of effective antimicrobial constituents of Terminalia chebula Rets.
against Methicillin-Resistant Staphylococcus aureus. Biological Pharmaceutical Bulletin. 20 (4), 401-404.

Scalbert, A., 1991. Antimicrobial properties of tannins. Phytochemistry. 30, 3875-3883.

Shene, C., Reyes, A K., Villarroel, M., Sineiro, J., Pinelo, M., Rubilar, M., 2009. Plant location and extraction procedure strongly
alter the antimicrobial activity of murta extracts. European Food Research and Technology. 228, 467-475.

Sikkema, J., de Bont, J.A.M., Poolman, B., 1995. Mechanism of membrane toxicity of hydrocarbons. Microbiological Research.
59, 201-222.

Sorum, H., Sunde, M., 2001. Resistance to antibiotic in the normal flora of animal. Veterinary Research.
32,227 — 241.

Stern, N.J., Bailey, J.S., Blankenship, L.C., Cox, N.A., McHan, F., 1988. Colonization characteristics of Campylobacter jejuni in
chick caeca. Avain Diseases. 32, 330-334.

Tortora, G. J., Funke, B.R., Case, C.L., 2002. Gastroenteritis by Campylobacter. In G. J. Tortura,
B.R. Funke, and C.L. Case (Eds.), Microbiologia (6th ed., pp.670).

Udayamputhoor, R.S., Hariharan, H., Van Lunen, T.A,, Lewis, P.J., Heaney, S., Price, L., et al., 2003.
Effects for diet formulations containing proteins from different sources on intestinal colonization
by Campylobacter jejuni in broiler chickens. Canadian Journal of Veterinary Research. 67, 204-212.

Vugia, D., Hadler, J., Chaves, S., Blythe, D., Smith, K., Morse, D., et al., 2003. Preliminary Food-Net data on the incidence of
foodborne illness — selected sites, United States, 2002. Morbidity and Mortality Weekly Report. 52, 340-343.

Wei, L.S., Musa, N., Sengm, C.T., Wee, W., Shazili, N.A.M., 2008. Antimicrobial properties of tropical plants against 12
pathogenic bacteria isolated from aquatic organisms. African Journal of Biotechnology. 7, 2275-278.

Wingstrand, A., Neimann, J., Engberg, J., Nielsen, E., Gerner-Smidt, P., Wegener, H., Molbak, K., 2006. Fresh chicken as main
risk factor for campylobacteriosis. Denmark Emerging Infectious Diseases. 12, 280-285.

Yin, M.C., Chao, C. Y., 2008. Anti-Campylobacter, anti-aerobic, and anti-oxidative effects of roselle calyx extract and
protocatechuic acid in ground beef. International Journal of Food Microbiology. 127, 73-77.

Young, C.R., Ziprin, R.L., Hume, M.E., Stanker, L.H., 1999. Dose response and organ invasion of day-of-hatch Leghorn chicks
by different isolates of Campylobacter jejuni. Avain Diseases. 43, 763-767.

Zaidan, M.R.S., Noor Rain, A., Badrul, A.R., Adlin, A., Norazah, A., Zakiah, I., 2005. In vitro screening of five local medicinal

plants for antibacterial activity using disc diffusion method. Tropical Biomedicine. 22, 165-170.



43

13091 2
agluannania3ua Manuscript nandsaanly

2. Broiler commercial or Backyard Chickens as a potential source of developing probiotic bacteria for combating
Campylobacter spp.
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Introduction

Campylobacteriosis mainly C. jejuni and C. coli is concerned as the acute food-borne gastroenteritis in developed
countries (15-17). Increasing confirmed human cases in developed and developing countries have been reported. Young and
the elderly people are vulnerable to the disease. Contaminated chicken meat with Campylobacter is an important source for the
infection serving for human health risk (18). In commercial chicken farm, broilers are commonly hatched free of Campylobacter.
Once infected campylobacter chicken present in the farm and then the spread of the infection was intensively found in most
chickens (12). So, high prevalence of Campylobacter in chicken at farm, processing and chicken meat was found (5). Reduction
of colonization in live chickens during production should be an extrapolation to minimize the risk of human exposure.

The prevention of pathogenic bacteria relies on prophylactic use of antibiotic. This proposing in broiler is prohibited
throughout Western European countries under the regulation of EC 2160/2003. Due to awareness of public on the drug residue
in chicken meat and the spread of antibiotic resistance in bacteria is concern. The alternative intervention method based on the
use of free antibiotic and hazard chemical usage, in preventive program in the broiler farm is urgent need (17). One potential
approach to control Campylobacter colonization is to manipulate the miroflora providing competitive exclusion (CE) for chickens.
Administration of free-pathogenic microflora of healthy chicken feces could prevent the colonization of Salmonella. Several
researcher have been investigated the effect of normal flora on the growth of pathogenic bacteria like Salmonella or
Campylobacter (7). Also, the use of define or CE bacteria on the inhibition of Campylobacter was also demonstrated (7, 14).
Hence, the use of probiotic bacteria to intervene the pathogenic bacteria invader of broilers could be essential method. Mostly,
Lactobacillus and obligatory anaerobic bacteria were dominantly demonstrated the negative effect on Campylobacter growth in
several studies (3, 13).

Intestinal microflora plays an important role in preventing of gut disease in human and animal health. It is believed
that the potential bacteria could prevent the colonization of intestinal tract by the bacteria to produce bacteriocin or compete the
site of adhesive at the intestinal villi (). Nevertheless, the source of quantification of potential bacteria combating Campylobacter
growth could be free from Campylobacter infection chicken. In many reports, generally commercial chickens have been used to
study and isolate the potential bacteria inhibiting Campylobacter or Salmonella but the variation of the effect on the activity could
be found in the experiments (9, 11, 13, 19). According to the use of 16s Ribosomal DNA analysis of microbial profile in the
chicken ceca, there has also demonstrated greater diversity of the bacterial population in the commercial chicken gut (1, 4).
Perhaps, bacteria isolated from the lower or greater diversity of the microflora in the chicken gut may influence effectiveness on
Campylobacter colonisation of the gut. The development of microflora in the gut during growth is also influenced by many
factors like age (1, 10), feed (2), antibiotic (20). In the chicken ceca infected and non infected Campylobacter using 16s DNA
sequences analysis, the structure of microbial population could divide into 2 groups of infection and non-infection chickens. Also
microbial community of Lactobacillus spp., Klebsiella spp., and C. perfringens have been found in lower numbers in the infected
chickens (8). This difference gives the opportunity to select the specific bacteria to inhibit Campylobacter in chickens.

However, The healthy adult chicken has considerable variation in the composition of normal flora in the gut (6). Due
to the exposing the natural environments, the chicken rearing under organic system may possibly contains the potential bacteria
against Campylobacter growth. The chicken could be the source of potential probiotic search whereas a lack of reports on the
use of probiotic bacteria from organic chicken source is found. Under the rearing systems of chickens, commercial or organic
may influence on the composition of normal flora in the chicken gut (20). The organic chicken farming has rapidly increased in

numbers in Thailand, where existing old fashion of native chicken could be performed as backyard or organic chickens vice
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versa. The system is allowed chickens free to enrich environment. Under the rearing pattern, the native chicken could withstand
to some disease. Then, these chickens could possibly be the source to quantify such good bacteria to inhibit pathogenic
bacteria.

The study was to our knowledge on the finding the relationship of microflora bacteria in chicken gut of commercial
and backyard chickens and to quantify the potential bacteria demonstrating negative effect on the growth of Campylobacter.
Materials and Methods
Chicken maintenance and sample collection
On sampling for the experiment, 25 Backyard chickens were randomly obtained from local houses around Khon Kaen province.
The chickens were free to access natural feed such as unprocessed rice, small insect, drinking water and so on. Chickens were
not exposed to competitive exclusion, antibiotic or vaccination. The rearing of backyard chickens propagates around the country
and has been used to perform of organic chickens. All chicken age were average on 40 weeks. While 5 broilers were randomly
obtained from 5 commercial farm each where chickens were commercially hatched and feed. The diet for these chickens was a
commercial feed, without competitive exclusion and free from antibiotic. The age of chickens was 35 weeks. The handling and
killing of the chickens was under the protocol of FELASA (level C).

Culturability of Campylobacter and microflora

Chickens were euthanasia and caecum were collected. 1 gram of the fecal were transferred into 9 mL of buffered peptone water
and made 10 fold dilution using PBS solution to culture for Campylobacter and microflora as Enterobacteriaceae, total bacteria,
Lactobacillus and anaerobic bacteria. For the culture of campylobacter, approximate dilution was directly spread on CCDA
(Oxoid, CM739) plates with selective antibiotic (SR 115, Oxoid, Basingstoke, UK). The plates were incubated at 37°C under
microaerophilic condition using gas package BBL in anaerobic jars for 48 hr. For isolation of microflora, a serial ten-fold dilution
with PBS was made and spread on the appropriate selective agar plates for Lactobacillus, Enterobacteriaceae, anaerobic and
total bacteria. The plates were incubated as described elsewhere. The number of colony forming units was expressed and
record as log cfu/g. The selected defined colonies of microflora were collected and kept at -70°C for antimicrobial activity further
test.

Assessment of the inhibitory activity on Campylobacter

80 selected defined colony lactobacillus and anaerobic bacteria were selected from all negative campylobacter chickens and
tested in duplicated for the anti-campylobacter potential on the growth of Campylobacter using a well diffusion agar assay.

Campylobacter
9 strains of Campylobacter spp. isolated from the chickens, maintained at -70°C were thawed at room temperature. One loop of
each stock solution was streaked on CCDA agar (Oxoid, CM 739, Basingstoke, UK) containing selective supplement (Oxoid, SR
115). The plates were kept at 42°C under microaerophillic condition generating by using gas package (BBL, Becton Dickinson,
USA) in anaerobic jars for 48 h. Thereafter, one typical colony of each strain of Campylobacter was transferred into Meuller-
Hinton (MH) (Oxoid, CM 405, Basingstoke, UK) broth and kept at 37°C under microaerophillic atmosphere for 48 h. There
cultures were utilized in the experiments.

Isolated microfiora bacteria
80 selected microflora bacteria were isolated from Campylobacter-free chickens reared under commercial and backyard section
as described above, were grown on the appropriate selective agar (Snel, 1996). An isolated colony of each bacterium was
grown in MRS (Oxoid, CM 359) broth and aerobically incubated fro 24 h at 37°C for Enterobacteriaceae and total bacteria and
under anaerobic condition for Lactobacillus and anaerobic bacteria. After overnight incubation, the culture were collected and
filtrated aseptically by using a filter of 0.2 ym pore size ( ). These supernatants were kept at -20°C until use.

Relationship of Microflora in Campylobacter and Campylobacter-free chicken fecess

Extraction of DNA from chicken ceacum specimen
For the ceacal contents, the materials were obtained by squeezing the region of the ceacum with a sterile forceps. 1 g of ceacal
content was dispersed in tube with 5 ml of a phosphate-buffered saline at pH 7.0 and was vortexed vigorously for 10 min at
8,800 rpm. The supernatant was discarded. The pellet was kept at -20°C until DNA extraction. The total DNA was extracted by
using DNA kit (RBC Real Genomics, USA). The procedure was followed the instruction of the company (RBC Bioscience). 200
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ML of lysozyme buffer to lyses the cell wall of bacteria was added into the cell pellet tube and vortetx in order to resuspend the
cell pellet. The cell pellet was incubated at room temperature for 10 min and invert the tube every 2-3 min. To treated the cell,
200 L of GB Buffer was added and vortex for 5 sec. The incubated the cell at 70°C for 10 min until the cell lysate was clear.
After that 5 LLL of RNase A (10mg/ml) was added to the cell lysate and mixed well. The incubation at room temperature for 5
min was required.
To collect the DNA, 200 LIL of ethanol (100%) was added into the cell lysate and vortex for 10 sec. The total mixture was
placed into GD column on a 2 ml collection tube. The collection tube was closed the cap and centrifuge at 13,000 rmp for 30
sec. For washing step, 400 LIL of W1 buffer was added to the GD column and centrifuge at 13,000 rmp for 30 sec and
discarded the flow-through and return the GD column to 2 ml collection tube. Adding 600 LLL of washing buffer to the GD
column to the 2 ml collection tube and centrifuge at 13,000 rmp for 30 sec. Discard the flow-through and return the GD column
to 2 ml collection tube and then centrifuge at 13,000 rmp for 3 min and to dry the column matrix. Transfer dried GD column into
a clean 1.5 ml microcentrifuge tube. The purified DNA was eluted by adding 100 LLL of preheated elution buffer and centrifuge
at 8,000 rmp for 30 sec. DNA was checked visually at 0.8% agarose gel electrophoresis.

Extraction DNA of Campylobacter isolation from backyard and commercial broiler chickens
11 campylobacter isolation form back yard chickens and 5 Campylobacter isolation from commercial broiler chickens were
studied. The isolated bacterial were grown at 37°C under microaerophillic condition on MH broth (Oxiod, ). The extraction of
DNA isolated bacterial was followed the instruction of the company of Vio gene kit (RBC Real Genomics, USA). Bacterial
samples were centrifuged at 7,500 rpm for 10 min. The pellet were resuspend in 200ul of lysozme buffer. The procedure was
explained as above. The purified DNA was checked visually at 0.8% agarose gel electrophoresis.

RAPD reaction
The 7 RAPD primer sequences to study the relationship of microflora in chicken ceacum and the 13 RAPD primers to study the
Campylobacter isolation from backyard and commercial broiler chickens were used in Table 2a and b, respectively. PCR
amplication were performed using of 25 LLL containing 1X buffer, 2.0mM MgCI2, 0.2mM each dNTP, 0.5 AM each primer, 10 ng
genomic DNA and 1.25 units of Tag DNA polymerase (Invitrogen, Carlsbad, CA, USA). Amplification reactions were performed
in a thermal cycler (Gene Amp PCR system 9700, Applied Biosystems) as following program: (1) denaturation step at 94°C for
5 min; (2) 40 cycles of denaturation at 94°C for 45 s, annealing at 38°C for 45 s, extension at 72°C for 1 min; (3) a final
extension at 72°C for 10 min. These PCR products were detected by agarose gel electrophoresis (1.0% w/v in TAE), stained
with ethidium bromide and finally photographed under UV light exposure.

Phylogenetic analysis
Each RAPD bands was considered as an independent character and the bands were scored visually as either absent (0) or
present (1) for each band across all samples with the same primer pairs. Qualitative differences in band intensity were not
considered. With the band data, a pair-wise genetic similarity matrix was generated among bacteria species using Ochiai
similarity coefficients which were then converted to a genetic distance matrix. Based on the genetic distance matrix, cluster
analysis was performed and corresponding dendrograms were constructed for bacteria species using the single linkage cluster
method. Cophenetic correlations were computed from the clustering matrix in order to get the best fit dendrogram. All there
analyses were done using the Fingerprinting Il program (BioRad, USA).
Statistical Analysis
A mean of the bacteria as Campylobacter, anaerobic Lactobacilllus, total bacteria and Enterobacteriaceae numbers from
backyard and commercial chickens of was compared using simple t-test. Significant difference was determined as p < 0.05.
Results
Microflora numbers in backyard and commercial chickens
In general, the number of anaerobic, lactobacillus, total bacteria and enterobacteriaceae bacteria in commercial chicken group
was 0.87, 0.27, 0.21 and 0.53 log CFU/g slightly higher than in backyard chicken group, respectively. In contrast, the number of
Campylobacter in backyard chicken group was 0.73 log CFU/g higher than in commercial chicken group. No difference in

microflora number was found between two group chickens (Fig 1).
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The inhibitory activity on Campylobacter

In agar diffusion well assay, a clear zone of 21 of 80 isolated bacteria were demonstrated the negative effect on the growth of 9

strains of Campylobacter (Table 1). Most effective bacteria were aerobic and lactobacillus bacteria. 11 isolated bacteria from

backyard chickens and 10 isolated bacteria from the commercial chicken showed the negative effect on the 9 strain of

Campylobacter.

16s DNA relationship of microflora bacterial in ceacal contents of backyard and commercial broiler chickens

High variation of the DNA profile of microflora of chickens from backyard and commercial system was found as similarity index

was between 29-77% (Fig 2 and 3). On the result of phylogenetic tree, the biodiversity of microflora in the ceacal contents of

the chickens was mostly divided into 2 groups corresponding to chickens as Campylobacter positive (a) and Campylobacter-

negative (b) chickens on the result of cultural method (Fig 3). The microflora from the chickens of group a and b had a 46%

similarity. Clearly, in the group b, chickens were group and negative to Campylobacter infection by cultural method. Whereas in

the group a by biodiversity, at the similarity 52%, the DNA profile of chicken feces was divided into 3 groups as 1, 2 and 3

corresponding chickens from commercial, backyard and commercial broiler farm respectively. The samples as group 2 from the

backyard chicken had more 67% similarity than those commercial chickens pattern as group 1 and 3.

Relationship of Campylobacter isolation of backyard and commercial broiler chickens

The 16s DNA profile using 13 primers of the 16 Campylobacter isolation is shown in figure 4. High variation of DNA band

pattern was found particularly in chickens from backyard system (in chicken A and B). The profile band patterns of the samples

were clustered into 5 distinct groups comprising group a, b, ¢, d and e as it illustrated by the phylogenetic tree (Fig 4 ).

Obviously, the band pattern were group in backyard chickens as group a, d and e whereas the commercial chickens as group b

and c. The DNA band pattern of backyard chickens was lower similarity at 56%, 63% and 43% in the group a, d and e

comparing with the pattern of DNA of commercial chickens the similarity at 86% and 78% in the group b and ¢ (Fig 5).

Conclusion

The study was demonstrated that

There are some potential flora bacteria which could inhibit the growth of Campylobacter.

There are no different number in Campylobacter between backyard and commercial chickens. Commercial and backyard

chickens showed different of DNA profile of flora bacteria. Campylobacter and Campylobcater-free chickens could have

relatively different of the DNA profile of flora bacteria

Fig. 2a The phylogenetic tree of the variation of flora bacteria in the fecal of Campylobacter (plus) and Campylobacter-free

chickens (non plus) was shown. Group A, B and G were from backyard chickens and group C, D, E and H were from

commercial chicken farms.

Fig. 2b The demonstration of the relationship of DNA profile of normal flora bacteria of fecal chicken with and without

Campylobacter by using RAPD and microsatellite.

Fig. 1a The flora bacteria numbers from chickens reared by backyard (dark bar) and commercial systems (white bar). Group 1,

2, 3, 4 and 5 were represented as a group of Campylobacter, Anaerobic, Lactobacillus, Enterobacteriaceae and Total aerobic

bacteria, respectively. *, different significant at p < 0.05

Table 1. Inhibitory effect of isolated bacteria from Campylobacter-free chickens on the growth of Campylobacter spp. was

demonstrate by using agar diffusion method. The diameter of inhibition zone was measured in mm. Control was culture media

without the growth of bacteria. Acetic acid was used as positive control.
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Risk factors of Campylobacter contamination on pig carcasses
from slaughterhouse
Sudthidol Chaichin1, Prapansak Chaveerachzﬁ, Komkrich Pimpukdee2
Abstract

Objective --- The study was to identify risk factors for Campylobacter contamination on pig carcasses in pigs slaughterhouse
Materials and Methods --- The study based on HACCP practice was divided into2 groups. The first group was strongly
operation followed the good practice of Thai Agricultural Commodity and Food Standard (TACFS) 9009 — 2549. The second
group was operation under common practice on slaughtering process. 28 pigs per group was passed through three critical
points of slaughtering stage as behead, open (splitting carcass), and meat inspection. Each point was collected, carcass and
knife. In each carcasses the sampling was done by smearing all five positions as rectum, tail, hind legs, vertical saddle and
neck.

Results --- The results were found that the contamination of Campylobacter on pig carcasses slaughtered by common practice
group in the critical point of behead, splitting carcass and meat inspection in carcass was 33.33% (8/24), 45.83% (11/24) and
41.67% (10/24) respectively. At the position of inspection, knife was found contamination at 41.67% (10/24). In the other
group, using the plastic cover around the anus following TACFS method, it reduce contamination Campylobacter on pig
carcasses from 45.83% (11/24) to 4.17% (1/24) (P <0.05). Cleaning knife before and after to used can reduced contamination
Campylobacter from 41.67% (10/24) reduced to 8.33% (2/24). The correlation risk (Odds ratio) of the contamination
Campylobacter on carcass pigs of the group Il wast 3.69 times the group | in the pig carcass. (P <0.05; 95% CI [1.99 - 6.87])
Conclusion --- It was concluded that the important risk factors for contamination Campylobacter on pig carcass was fecal
intestines contamination on pig carcasses and knife.

Keywords: Risk factors, Campylobacter, Pig carcasses, Slaughterhouse.
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