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Abstract

Prevalence and antimicrobial susceptibility of Brachyspira spp. in
Chiang Mai, Thailand

Brachyspira spp. is the cause of gastrointestinal disease such as diarrhea with or
without blood in many animal species and human. The pathogenic Brachyspira spp. was
found to attach to the epithelial cell of large intestine forming false brush border. To
investigate the prevalence, fecal samples from 400 pigs and 150 diarrhea dogs in Chiang Mai
were subjected to selective culture for anaerobic intestinal spirochaetes. No growth were
observed from pigs samples while the colonies with weakly B- hemolytic intestinal
spirochaetes (WBHIS) grew on plates from 17 of dogs %s. All isolates showed negative
indole reaction but positive a-galactosidase and hippurate reaction. Sequencing of 16S rDNA
indicated 11 WBHIS isolates belonged to the species Brachyspira canis, 3 WBHIS isolates
belonged to the species Brachyspira innocens but 2 WBHIS isolates were not belonged to any
species. Minimum inhibition concentration of tiamulin tylosin erythromycin virginiamycin
lincomycin amoxicillin sulfa-trimetroprim ganamicin enrofloxacin and carbadox for 17 isolates
were determined using agar dilution method. MICs of tiamulin tylosin erythromycin
virginiamycin lincomycin ganamicin and carbadox were less than 0.1 ug/ml while MIC of
amoxicillin were <0.1 to 0.78 pg/ml, MIC of sulfatrimethoprim were 1.56 to 25 pg/ml and

enrofloxacin were <0.1 to 6.25 pg/ml.
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