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Abstract

Parasitic wasps are a hyper-diverse group of organisms, with some 80,000
described species and probably 4 to 10 times that many awaiting description. Of these,
the largest superfamily is the lchneumonoidea which comprise of 2 largest families, the
Ichneumonidae and the Braconidae. They are important economically (e.g. biological
control) and ecologically, regulating host abundances in many terrestrial ecosystems.
However, outside temperate region and excluding a few taxa that attack agricultural
pests, there is a very little reliable identification and host data, making it difficult to
address macro-ecological questions. Even when there are published records, these are
often unreliable (misidentifications of the parasitoid, of the host, or of both). Thailand has

a very high diversity of parasitic wasps, however, there are very few records of parasitic
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wasps, the means to identify them, the relationships between a parasitoid and its host
and parasitoid biology. In this project, we are trying to study biodiversity and
systematics of the parasitic wasp family Braconidae based on morphological
characters, making dichotomous key to help identify parasitic wasps and create data
base of the parasitic wasp and host-parasitoid association in the Western part of
Thailand. These data can be used to apply in biological control (as a natural enemy)
which can help reduce the cost of production and save the environment and help us to
understand the evolutionary biology of the parasitic wasps.
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