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Abstract
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Neisseria gonorrhoeae is one of the most prevalent bacterial sexually transmitted pathogens
and it also highly presents resistant phenotype. In Thailand, the increasing trends in the number of
gonorrhea cases and an elevation in resistant strains have been reported. We aimed to validate the in-
house PCR for diagnosis and multi-drug resistance detection of N. gomnorrhoeae. The decreased
susceptibility to ciprofloxacin could be identified by the mutation of serine-91. In addition, the PCR
could also differentiate plasmid type in penicillin (PPNG) and tetracycline resistance isolates
(TRNG). The 273 isolates of N. gonorrhoeae from patients attending at Bangrak hospital (National
Centre of STIs), 31 isolates obtained between January-March 2000, 32 isolates obtained between
January-March 2002, 56 isolates obtained between October-December 2002, and 154 isolates
obtained between January-March 2007, were tested. As compared to phenotype expression, the
sensitivity for detection of PPNG, TRNG, and decreased susceptible to ciprofloxacin was 100%,
98.9%, and 100%, respectively. Multiple resistance determinants were commonly existed. Our data
revealed the highest prevalence of the epidemic Africa type of genomic B—lactamase and the
America type of high level tetracycline resistance plasmid. Furthermore, serine-91 mutation was also
found increasing from 51.6% during January-March 2000 to 98.4% during January-March 2007. The
method can be used to detect N. gonorrhoeae in specimens. Thus, this multiplex PCR is benefit to

apply use in the STI laboratories.
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