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Complement system is a powerful host defense mechanism that contributes to both
innate and acquired immunity. Herein, we reported the cloning and expression analysis of
the third complement component (C3) and the gamma subunit of the eight complement
component (C8y) in the walking catfish, Clarias macrocephalus. The deduced amino acid
sequence of the partial C. macrocephalus C3 cDNA revealed 52-64% and 41-45% identity
with fish and mammal orthologs, respectively. The entire amino acid sequence of C.
macrocephalus C8y was similar to the C8y sequences of fish (44-50% identity) and mammals
(36% identity) and to other proteins in lopocalin family (22-30% identity). The C.
macrocephalus C3 sequence contained many functionally important sites such as thiolester
site, cleavage sits for C3 convertase and factor I as well as properdin binding site, which are
present in mammalian C3. The lipocalin domain and all cysteine residues, found in human
C8y, seem to be conserved in C. macrocephalus C8y. In a healthy adult fish, the mRNAs of
C3 and C8y were mainly expressed in liver. The developmental expression analysis also
showed that C3 and C8y transcripts were presented in C. macrocephalus after hatching and
gradually increased during larval development. In addition, the expressions of C.
macrocephalus C3 and C8y transcripts were examined in catfish fingerlings fed with -
glucan for 1, 3, 7 and 14 days. Semi-quantitative PCR analysis showed that C3 expression in

liver of walking catfish was significantly induced by (-glucan feeding whereas no difference
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