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Abstract

Project Code: MRG5180056

Project Title: Molecular Identification of Root-knot Nematodes (Meloidogyne spp.) infecting
Chilli in the Northeastern Region of Thailand

Investigator: Dr. Buncha Chinnasri

E-mail Address: agrbcc@ku.ac.th

Project Period: May 15, 2008 to May 14, 2010

Molecular identification based on analysis of the DNA between the cytochrome
oxidase subunit Il gene (COIl) and 16S rRNA gene on mitochondrial DNA (mtDNA) of root-
knot nematodes, Meloidogyne spp., in chilli using the PCR-RFLP techniques was
conducted. Surveys to collect root-knot nematodes from chilli plants grown in Khueang Nai
and Muang Samseb District, Ubon Rachathani Province, were performed in the areas of
high and low nematode infestations. Of all nematode samples collected from the surveys
(250 females from 50 chilli plants in the area of 10 rai), 54.8% were identified as M.
incognita (the most prevalent nematode species in Thailand), and 22%, 14%, and 15.2% as
M. javanica, M. arenaria, and unidentified species, respectively. M. incognita was the most
widespread nematode; infesting all chili plants and all chili fields. In high nematode
infestation areas, more M. incognita and M. javanica were found as compared to low
nematode infestation fields. M. arenaria and unclassified nematode species, however,

existed more extensively in the low nematode infestation fields.
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