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Epigenetics is the changes of gene expression without any alteration of the underlying DNA
sequences. These changes of gene expression come about by the modifications of DNA and
histone proteins by addition of various functional groups such as methyl or acetyl groups.
Epigenetics allows rapid alterations of gene expression under various environmental stresses.
However, the knowledge of mechanisms involved in epigenetic regulation is far from being
complete. New components implicated in epigenetic regulation are yet to be discovered. The
aim of this research project is to understand epigenetic regulation in Chlamydomonas
reinhardtii. Transgenic C. reinhardtii actively expressing paromomycin resistant gene were
generated (ParA). The ParA lines were used as a background for random insertional
mutagenesis and screened for silenced version of the paromomycin resistant gene (Pars).
Thirty seven ParS lines were isolated from the screen. These candidate mutants are currently
being characterized for their insertion as well as the underlying mutated genes. In addition,
differential protein expression under salinity stress has been studied by 2-dimensional
electrophoresis followed by LC/MS-MS mass spectrometry. The differential protein profiles were

observed in the cells treated with short-term and long-term response to salinity stress.
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