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ABSTRACT

Nowadays, the product of Pangasiids catfishes are distributed worldwide. The
authentication of these products is economically important. In addition, the limitation of larvae
and hybrid identification base on morphology, the clear and simple molecular markers are
needed. Polymerase chain reaction-restriction fragment length polymorphism (PCR-RFLP) of
the mitochondrial 16S rRNA and nuclear immunoglobulin M heavy chain (Igm) gene were
developed for identification of fish, larvae and hybrids of six species in family Pangasiidae.
Identification of six Pangasiid species and their larvae was achieved using PCR-RFLP of the
mitochondrial 16S rRNA. DNA samples of each of six species and their larvae were amplified
using 16Sar and 16Sbr primers and the PCR products were cut with three selected restriction
endonucleases (Tsp509I, Hincll and Mfel). Tsp509I separates the six species into 2 groups and
2 species (group 1 = P. gigas and P. hypophthalmus, group 2= P. larnaudii and P.
sanitwongsei, the first species is P. bocourti, the second species is P. conchophilus). Hincll and
Mfel could be used to discriminate P. gigas and P. hypophthalmus and P. larnaudii and P.
sanitwongsei, respectively. The restriction digest of the PCR product of nuclear Igm gene by
enzyme Taql and Pstl allowed the clear distinction of four species (P. gigas, P. hypophthalmus,
P. larnaudii and P. bocourti) and their hybrid. Hybrids of P. hypophthalmus x P. gigas and P.
hypophthalmus x P. larnaudii could be identified using Taql. Hybrids of P. hypophthalmus x P.
bocourti could be identified using Pstl. More molecular marker are a necessity for identification

the backcross hybrids.
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