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2. Abstract

Project Code: MRG5380152

Project Title: Genetic susceptibility for diabetic nephropathy in type 2 diabetes patients

Investigator:
Dr. Pisut Katavetin
Division of Nephrology, Department of Medicine, Faculty of Medicine, Chulalongkorn

University

E-mail Address: pkatavetin@yahoo.com

Project Period: 2 years

Abstract: Diabetic nephropathy is leading cause of dialysis-dependent end-stage renal
disease (ESRD). Genetic susceptibility for diabetic nephropathy in type 2 diabetes
patients has not been clearly defined. HIF1A gene regulates cellular hypoxic response
and is likely to play a major role in diabetic kidney injury. We, therefore, examined the
missense single nucleotide polymorphism of HIF1A gene (rs11549467) in ESRD
patients. There was no mutant allele of rs11549467 in non-diabetic ESRD while eleven
percent of diabetic ESRD had heterozygous mutation of rs11549467. Previous report
showed that patients with diabetes had similar mutant allele frequency of rs11549467 to
patients without diabetes. Therefore our data suggested that the mutant allele of
rs11549467 may provide protection against non-diabetic ESRD but may enhance risk of
diabetic ESRD. In conclusion, the mutant allele of rs11549467 might associate with
susceptibility for diabetic nephropathy. Further studies to investigate this potential

association should be performed.
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