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Abstract:

Cherimoya or sugar apple is classified by its skin: green, yellow and purple.
The green and purple cherimoya were used as a fruit model to study the fruit
colouration, the regulatory mechanisms and gene expression of anthocyanin
biosynthesis. The results showed that fruit growth pattern showed a double
sigcmoidal curve. During fruit development, fruit firmness decreased significantly, while
soluble solids content (SSC) and titratable acidity (TA) increased slightly. Total
anthocyanin content in purple cherimoya increased sharply, while the hue value
decreased clearly during fruit development. The partial-length of four genes involved
in anthocyanin biosynthesis pathway namely phenylalanine ammonia lyase (AsPAL),
chalcone synthase (AsCHS), dihydroflavonol 4-reductase (AsDFR) and UDP
glucose-flavonoid 3-O-glucosyl transferase (AsUFGT) were characterized. Myb
transcription factor in the cherimoya was isolated. Analysis of protein R2R3-MYB
transcription factor family displays similarity with MYB114 in grape (VWWMYB114). The
expression of all genes was determined by quantitative real-time RT-PCR. In the
purple cherimoya fruit skin, transcripts were detected of four genes that encode
enzymes in the anthocyanin biosynthetic pathway. The expression patterns of AsPAL,
AsSCHS, AsDFR, AsUFGT and AsMYB correlated with anthocyanin accumulation.
AsUFGT was highly abundance with the fruit at weeks 4 after full bloom and
expressed redundantly with red colouration. AsSMYB was highly abundance with onset

pigmentation and expressed redundantly with a red colouration. Our results suggest
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