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Abstract

Project Code : MRG5580058

Project Title : Deciphering diversity in various ethnic affiliations in Northeastern Thailand
Investigator : Assist.Prof.Dr. Wibhu Kutanan

E-mail Address : wibhu@kku.ac.th

Project Period : 2 July 2013- 2 July 2015

Northeastern Thailand or Isan shares borders with Laos and Cambodia and lies in close
proximity to Vietnam, this region has become a crossroad of various Southeast Asian peoples
through migration and settlement periods since prehistoric times. Several studies have shown
the influence of geographic and linguistic factors in shaping genetic variation. Geographic
barriers separate Northeastern Thailand into two wide basins, the Sakon Nakorn Basin and the
Korat Basin serving today as home to diverse ethnicities encompassing two different linguistic
families, i.e., the Austro-Asiatic; Suay (Kui), Mon, Chaobon (Nyahkur), So and Khmer, and the
Tai-Kadai; Saek, Nyaw, Phu Tai, Kaleung and Lao Isan. The present study intends to evaluate
the elements responsible for maternal genetic variations, like geography and language, of these
ten Northeastern Thai ethnicities. Population history is also reconstructed based on sequencing
of a 596-bp segment of the hypervariable region | (HVRI) mtDNA in 433 individuals. Congruent
results of three dimentional scaling plot and spatial analysis of molecular variance exhibited
relatively close affiliations among population within the Sakon Nakorn Basin, while analysis of
molecular variance and Mantel test revealed the predominant geographic factor in determining
population affinity. Three demographic evolutionary models described by language (Model 1),
geography (Model 2), and recent migration (Model 3) were propose to evaluate whether model
was fitted to describe mtDNA data. Approximate Bayesian Computation and a type | error
results strongly selected Model 2, supporting that geography is the primary influential factor

underlying genetic divergence of studied populations.
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