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Abstract
Wild caught Anopheles mosquitoes were collected in Chanthaburi province, western
Thailand. One kilometer in diameter of malaria reported patient house by CDC light trap,
human landing catch, and BG traps during specific wet and dry seasons in 2012-2013. Total 9
genus of 1,125 adult mosquitoes were collected, From 4 Anopheles species found, An.
barbirostirs group was a dominant (96%) followed by An. dirus group (3.3%), An. asiaticus
(0.3%), and An. tessellatus (0.3%). QMAL quantitative PCR and nested PCR were performed to
detect malaria infection in Anopheles mosquitoes. Interestingly, there were two positive
Plasmodium vivax (PV) infections, with PV210 and one of unclassified genotypic variants, from
An. barbirostirs complex (0.83%, 2/243). They were captured from indoor human landing catch
of the patient house at 21.00 and 23.00 for 7.40 and 5.80 bites person per hour, respectively,
during May as a dry season. An. barbirostirs group was preference to endophasgic behavior.
The preliminary finding of this study indicated that the natural barbirostirs group can be a
potential malaria vector and may play important role of malaria transmission in this area.
Further study is required to better understand the potential role of secondary vectors in
malaria transmission in this area and subsequently assist to improve malaria control strategies.
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