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Abstract:

The leafhopper Yamatotettix flavovittatus (Matsumura) is the vector of phytoplasma
pathogen, which causes white leaf disease in the sugarcane plant. The purpose of this study
was to identify the bacterial symbionts associated with this leafhopper by process of
amplification, cloning and sequencing the 16S rRNA gene. The results show that two majority
types of bacteria were found; a Candidatus Sulcia muelleri (order Bacteroidetes), well known
as an ancient primary symbiont and prevalent in a diverse range of insects in the
Auchenorrhyncha suborder. The latter type was quite different from the previously described
organism and fell into Gammaproteobacteria (Y-PB like symbiont) class of bacteria. PCR assays
showed that the Sulcia and a Y-PB like symbiont were present throughout the leafhopper life
cycle and were exhibited in 100% of natural host population tested. FISH analysis revealed
that these bacteria are co-localized in the same bacteriome and present on the full-grown
oocyte. Our main finding suggests the Y-PB like symbiont is the novel primary bacterial
symbiont that co-occurs with the Sulcia and acquired by an ancestor of Deltocephalinae
leafthoppers. We propose Canditatus Yamatotia cicadellidicola for this symbiont from Y.

flavovittatus.
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