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Abstract:

Chikungunya fever is a mosquito’s borne disease. It is one of the most health problem in Thailand.
This disease cause by chikungunya virus (CHIKV) infection. The commonly symptoms are fever, rash, and
especially joint pain leading to poor quality of life. The pathophysiology of the disease is not completely clear.
There are some reports on inflammatory cytokines associated with the disease, but no report has been revealed
on the angiogenic mediators in the acute CHIKV patients. Furthermore, a few year ago, there is the new
outbreak of CHIKV in Thailand. Therefore, the researcher attempted to study the genetic characteristic of the
virus and the level of angiogenic and inflammatory cytokines in acute CHIKV patients.

Eighty-five acute CHIKV patients and patients without CHIKV were enrolled in the study. The
concentrations of 11 angiogenic and inflammatory mediators were determine by multiplex ELISA. The genetic
characteristic of CHIKV was performed in 127 CHIKV suspected patients. CHIKV RNA were extracted and
amplified by real time RT-PCR. The positive CHIKV samples were sequenced and illustrated phylogenetic
analysis.

The results found the significantly decreased leptin concentration in the acute CHIKV patients when
compared with controls. Subgroup classification as viremia, IgM, and both viremia and IgM analysis, we found
the CXCL-10 level was highest in viremia and gradually decreased in IgM and both. Additionally, the genetic
characteristic of CHIKV during 2018-2019 outbreak was ECSA (East/ Central/ South/ Africa) linage, which was
similar to previous outbreak in Thailand.

The CXCL-10 and leptin expressions, the mediators in angiogenic and inflammatory processes, were
associated with the pathogenesis of CHIKV. These cytokines might be biomarkers or targets for disease
diagnosis or therapy. Moreover, we revealed the old strain of CHIKV like the last 10 years, this data might be

important to CHIKV surveillance consideration and start CHIKV activity to prevent the outbreak in the future.
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