LONRIILUURNNYLEDY 2

Abstract

Project Code : MRG6080134

Project Title : Proteomic analysis of normal and keratoconjunctivitis sicca dog tear film and

characterization of responsive proteins in cyclosporine-treated keratoconjunctivitis sicca dogs

Investigator : Metita Sussadee, Kasetsart University

E-mail Address : cvtmts@ku.ac.th

Project Period : 2 years

Dry eye or keratoconjunctivitis sicca (KCS), a deficiency of aqueous layer of the precorneal
tear film is most often considered to be immune-mediated dacryoadenitis in dogs. The disease results
in symptoms of tear film instability, with potential damage to the ocular surface, similar to the dry
eye disease in human. In this study, a comparative proteomic analysis was used to identify altered
tear proteins in the KCS dogs and dogs treated with cyclosporine (CsA). Tear samples were collected
from dogs of either gender and of any breed or age. The subjects were divided into 3 groups, 1)
healthy dogs, KCS dogs and CsA treated KCS. Two-dimensional electrophoresis (2-DE) of tear
proteins extracted from the Schirmer’s tear test (STT) strips revealed significant alterations in several
proteins in the affected dog group. In 2-DE profiled of dog tears, 13 protein spots of differential
expression were excised and subjected to protein identified by mass spectrometry. Tear samples
from both groups showed similar distribution of major tear proteins in the 2-DE maps, but some
proteins appeared altered in the concentrations. These proteins include Rho GDP-dissociation
inhibitor 2, lysozyme C, heat shock protein beta-1, keratin, type Il cytoskeletal and protein S100-
A12. The comparative proteomic analyses of tears from healthy dogs, KCS dogs and CsA treated
dogs were first reported. Differential protein expression will expand the knowledge of physiologic
characteristics of tear fluid and pathology of KCS in dogs, in addition to explore a novel therapeutic

approach to dry eye disease in dogs
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