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Oil palm is an economics crop with its products currently in high demand and
necessary to quickly disseminate these elite genotypes by using marker-aided selection
genes that link to the yield. In our previous work, the genes encoding the heteromeric
acetyl-CoA carboxylase (ht-ACCase), EgaccA, EgaccB and EgaccC, EgaccD were found
to involve in regulation of the production of fatty acid and enhancing oil production. The
promoter of EgaccD was sequenced and analyzed. Transcriptional activators have been
shown to play important for regulation of fatty biosynthesis and oil accumulation in seed
or fruit of plant oil. In this study, we identified, annotated, and further characterized of
the transcription factor genes, NF-Ys and Dofs family, in oil palm. Then, EgNF-YA,
EgNF-YB1, EgNF-YB3, EgNF-YC, EgDof300, EgDof314 EgDof318, EgDof343 and
EgDof347 were cloned from mesocarp and leave oil palm tissue. The bioinformatic
analysis of EgNF-Ys indicated it encodes NF-YA/B/C subunits and revealed a
conserved domain of the NF-YA/B/C subfamilies. Phylogenetic tree analyses showed
closely to date palm NF-YA/B/C subunits and the other plant HAP2/3/5 subunits. While
as EgDofs were classified to Dofs protein family and closely to date palm and the other
DNA-binding one zinc finger transcription factor family in plants and found zinc finger
Dof-type signature and conserve domains of zinc finger Dof-type profile. Gene
expression patterns showed that most EgNF-Ys were widely expressed in different
tissues while as EgDofs was found have expression in a particular tissues. Moreover,
we found EgNF-YB1 have high expression levels in high accumulated oil which different
from EgDof318 that found decreased of gene expression in higher oil accumulation
tissues. Moreover, this research found that EgNF-YB1 expression level were shown

high in high oil yield cultivar and low expression level of EgDof318 in low oil yield



plants. In silico EgQNF-Ys -DNA binding results found that EgNF-YB1 and EgDof318
have highest DNA binding domains in EgNF-Ys and EgDofs family. Thus, we were
chosen EgNF-YB1 for DNA-Protein interaction enzyme linked immunosorbent assay
(DPI-ELISA). The result showed the binding of EgNF-YB1 protein and EgaccD promoter
was strongly interaction than the controls. Based on this results, enhance the
expression of the EgNF-YB1 gene possibly to be one of the methods to increase the oil
content and EgNF-YB1 and EgDof318 uses as a marker to assist selection of possible

high oil yielding cultivars in oil palm breeding programs.
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