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Abstract:

Haemonchus contortus is one of the most economically important gastrointestinal parasitic
nematodes affecting small ruminant livestock worldwide. This study was conducted to elucidate
the genetic diversity and population structure of this nematode based on mitochondrial DNA
markers, nicotine amide dehydrogenase subunit 4 (ND4) and cytochrome oxidase subunit 1
(COI) gene. A total of 130 specimens were obtained from 87 abomasa of slaughtered goats
from 13 different geographical areas in Thailand and identified to the species level by
morphology and nuclear internal transcribed spacer 2. Genetic analysis defined 118 and 122
unique haplotypes for ND4 and COI genes, respectively among the H. contortus isolates. The
nucleotide diversities were 0.031 and 0.043 for ND4 and COI genes, respectively. By
population genetic analysis, very low genetic differentiation but high gene flow was observed
among different populations of H. contortus. This is the first study on the genetic diversity and
population structure of H. contortus isolates of goats in Thailand.
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