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Abstract (English)

Splicing accuracy is fundamentally crucial for gene expression in eukaryotes. Failing to do so potentially
results in aberrant non-functional proteins and thereby causing many diseases, such as cancer, autism spectrum
disorders and beta-thalassemia. It has been reported that a number of DEAD-box RNA helicases are important
in controlling splicing fidelity via an enzymatic proofreading mechanism. Among eight essential RNA helicases
involving in pre-mRNA splicing, Prp5 is the only enzyme that is known to be regulated by the ubiquitin-like
protein Hubl. The mechanism, however, is unclear. By using biochemistry and cell biology, | proposed here
that Hubl facilitates the ATPase activity of Prp5, and functions in heavy metal tolerance in budding yeast
Saccharomyces cerevisiae. It is the first report showing a physiological relevance of Hubl involving in fidelity

control of pre-mRNA splicing.
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