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Abstract

Project Code : PDF 4080042

Project Title : The Study of the Bamboo Borer (Omphisa sp.) Variation by
DNA Fingerprinting Technique

Investigators : Biology Department, Faculty of Science, Chiang Mai University

E-mail Address : scboi020@cmu.chiangmai.ac.th.

Project Period : 2 years

Objectives : 1. To study the technique of DNA extraction in bamboo borer.
2. To study the difference of DNA pattern in bamboo borers by DNA

Fingerprinting technique

Methodology : Larvae were collected from 5 different bamboo species. The thoracic
epidermis from 2 larvae from each bamboo species was separately dissected and
cleared of all fat body. DNA was extracted and a region of mitochondrial cytochrome C

oxidase subunit 1 gene (CO |) was amplified by polymerase chain reaction (PCR). The
PCR products were purified and cloned into PUC 19 vector. The plasmid DNA from E.

coli culture was purified using Flexi Prep kits and DNA products were sequenced using
DNA sequencer and sequences were analyzed with DNASIS.

Conclusion : The bamboo borer larvae found on different bamboo species belong to the

same species.

Implementation : The present study indicated that the bamboo borer larvae distributed
in Chiang Mai Province belong to the same species. This is the first finding to show the

sequencing of mitochondrial cytochrome C oxidase subunit | gene (CO-l1) of this

species. In addition, phylogenic study confirmed that the bamboo borers share a cluster
with Spodoptera sp. Manduca sp. and Antheraea sp.
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