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Ojectives:
1. To identify and determine DNA fingerprinting of local B. mori strains using RAPD markers.
2. To be basic knowledge and useful for produce suitable silkworm strains in the future.
Methodology: 1. Genomic DNA of individual silkworms was isolated from the larvae.

2. Suitable pairs of RAPD primers were selected.

3. DNA polymorphisms were determined in 38 of local B. mori strains.

4. Phylogenic tree was constructed by Parsimony method using PHYLIP program.
Results: Thirty-eight of local B. mori strains were characterized using 24 pairs of RAPD
primers. Two hundred and six polymorphic bands were found (3-16 per primers with average 8.6
bands). Every primer produced different DNA polymorphic bands. From phylogenic tree analysis
local B. morni strains could be divided into 4 subgroups. Nongkai (4) and NK (4) which are the
same strains collected from different provinces showed different DNA polymorphism. They were
classifted in 2 and 3 subgroup, respectively.
Discussion Conclusion: From this experiment we found different polymorphic bands in 38 local
B. mori strains. It may be useful to determine DNA fingerprinting of other silkworm strains in
Thailand.

Suggestions/ Further Implication/ Implementation: From this study we found that RAPD

primers have high potential to use as markers to determine DNA fingerprinting in B. mori if they
were converted Into specific-PCR markers. Combination of many different polymorphic bands will
be useful.
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