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Walking catfishes (Clarias spp.) are among the most important food fishes in Thailand. The
aquacultural importance of catfish has given rise to research on its genetics including mpping its
genome. From the practical viewpoint, the genetic map would provide the basis for detection of
genes affecting economically important traits such as growth rate and disease resistance, and
subsequent marker-assisted selection (MAS). Catfish has been chosen as a model system for
future application of MAS. The aim of this work was to investigate the application of amplified
fragment length polymorphism (AFLP) markers for genome analysis in Clanas spp. AFLP
analysis is a rapid, reliable and cost-effective technique for DNA fingerprinting and genetic
mapping. AFLP produces a large number of markers per assay. Ten primer combinations were
used to amplify DNA samples of C. macrocephalus and C. ganiepinus. A total of 376 AFLP
fragments were scored. Fifty-seven markers were found to be specific to C. macrocephalus and
38 markers were observed only in C. gariepinus. Developed AFLP markers will be useful for
species identification, population studies and genomic mapping. The segregation of 107 AFLP
markers was studied in 79C. macrocephalus haploid embryo generated from a single female.
The AFLP map consists of 79 loci placed into 22 linkage groups, with 28 loci remain unlinked.
The number of markers per linkage group varies from 2 to 19. The map spans 1243.3 cM with
an average spacing of 15.74 cM. This map can serve as the starting point for detection of
quantitative trait loci (QTLs) in walking catfish.
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