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Hop stunt viroid (HSVd) was found from grapevine orchard in both symptomiess
and symptom leave, yellow speckle and yellow-vein banding. It consists of 298
nucleotides displayed 99 % sequence homology to HSVd reported by Sano and his
colleges (1986) and 96 % sequence similarity to Citrus cachexia viroid (CCaVd) causing

a serious disease on citrus plants. HSVd from Thai-grapevine differs from HSVd in the

nucleotide sequence at 2 positions, one addition(Tgg) and one exchange (Gyg;—2>A). In
lime, Citrus exocortis viroid (CEVd) causing citrus serious disease, this CEVd was found
from symptomless lime shown 371 nucleotides. The nuclectide sequence was
compared with the previously established sequence of CEVd which reported by Gross
and his colleagues (1982). Both viroids share about 98.3 % sequence homology.
Moreover, the nucleotide sequence was shown 97.8 % sequence homology to the
CEVd presented by Visvader and Symons (19895).

cDNA probe produced from hop stunt viroid from Thai-grapevine was shown
very good results in detection of viroids from the symptom and symptomless grapevine
leave. For cDNA probe made from lime, the samples from lime and pummelo were
detected by these cDNA probe displayed perfect results. Nevertheless, this cDNA probe
can be used for detection in other hosts of CEVd such as tomato.

These results indicate that both HSVd from grapevine and CEVd from lime are
strain or variant of HSVd as well as CEVd, respectively. Both HSVd and CEVd are plant
disease causal organisms having very broad host range such as fruit crops, ornamental
crops, and vegetable crops. Thus, the HSVd and CEVd were found in Thailand could
be the organisms having the same those alternate hosts. For disease control, we
should have a good practice for grapevine and citrus plants because both H5SVd and
CEVd can contaminate into plant materials and agricultural tools.
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