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Abstract
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The aims of this study are for knowing the rate of Mycobacterium avium
infection, epidemic strains in HIV infected patients, and the source of infection from the
environments. The study was performed by culturing the mycobacteria from blood and
sputum from 500 HIV infected patients that were admitted with the symptom of fever of
unknown origin for at least 2 weeks or with the clinical symptom similar to tuberculosis
at 4 hospitals in Chiangmai province, during June 2000 to April 2003. The mycobacteria
were identified by PCR-REA technique. The environmental samples around the houses
of the patients who were infected with M. avium were collected and cultured for M.
avium. The results showed that M. avium were detected most from blood culture as 46
isolates (9.2%) where as M. tuberculosis complex were detected most in sputum as 23
isolates from 182 patients (12.6%), M. avium were detected only 8 isolates (4.4%). The
results of environmental culturing of M. avium showed negative detection, so, it still can’t
be concluded what is the origin of the infection. The DNA fingerprints of M. avium
isolated from 40 patients were studied by using 1S7245 as the probe. The results
showed that M. avium isolated from 12 patients (30%) didn’t habour 1S1245. 1S71245
were found in the isolates from 28 patients ranging from 2-31 copies (average 13
copies). This study showed that with the high diversity (82.1%) of the RFLP pattern, it
was more likely that the patients were infected with various strains of M. avium from the
environments than from one specific strain.
Keywords: Mycobacterium avium, Polymerase chain reaction - restriction enzyme

analysis, Restriction fragment length polymorphism, DNA fingerprint, IS7245.





