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Abstract

The objective of this study was to identify and develop the molecular marker for breed
characteristics of Pradu Hangdum chicken. An Amplified Fragment Length Polymorphism (AFLP)
technique was performed to identify the molecular marker associated with Pradu Hangdum chicken
breed. Moreover, single nucleotide polymorphisms (SNPs) of MC7R gene of Pradu Hangdum
chicken were identified to compare with Leung Hangkao, Dang and Chee chicken breeds. Results
of AFLP analysis in Thai chicken breeds revealed that a total 65 AFLP markers were associated with
Pradu Hangdum, Leung Hangkao, Dang and Chee chicken breeds. Eight SNPs of MCT1R were
found to be segregated in 4 Thai indigenous chicken breeds, including c.69C>T, c.212C>T,
Cc.274A>G, ¢.314T>C, ¢.573T>C, c.636G>A, c.829T>A and g.1259T>C, respectively. These AFLP
and MC1R markers could be developed as the simple markers were 27 and 3 markers, respectively,
in order to genotyping and association study with Thai indigenous chicken breeds. Nine markers of
AFLP and MC1R were found to be associated with Pradu Hangdum chicken breed. Whereas the
molecular markers associated with Leung Hangkao, Dang and Chee chicken breeds were 9, 8 and
11 markers, respectively. The predicted chicken breed equations were constructed by using logistic
regression procedure. An accuracy rate of the DNA markers test in 400 chickens was 85-94 %. The
accuracy rate of Pradu Pradu Hangdum, Leung Hangkao, Dang and Chee breeds were 89.97,
89.05, 93.75 and 85.34 %, respectively. These results indicated that the AFLP and MC7R markers
are related with Phadu Hangdum chicken breed and showed a potential to identify the breed
specifics. Moreover, these molecular markers could be also classified the Leung Hangkao, Dang and

Chee chicken breeds.
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