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Abstract: The rhesus macaque (Macaca mulatta) is well known to science by their extensively used in
biomedical research. They contributed to some of our early vaccine development for viruses such as polio
and yellow fever, and remain to be the primate model of choice for human AIDS study. Rhesus macaques
have a wide geographical range; Fooden (2000) classified them into three groups: East (China and vicinity),
West (India and vicinity) and South (Indochina, including Thailand). Although extensive data on Indian and
Chinese rhesus macaques have been reported, little information has been published on Indochina rhesus

macaques. Moreover, Indochina rhesus macaques have been suspected to have hybridized with parapatric

long-tailed macaques (M. fascicularis) in the hybrid zone (15 - 20° N), based on the “Hybridization

hypothesis” of Fooden (1964). We therefore sent questionnaire to 7,410 Tambons throughout Thailand,

surveyed 19 troops of rhesus (16O 27' - 19° 16' N) and 91 troops of long-tailed macaques (17o 06’ - 6° 31",
and members of 6 and 18 troops of rhesus and long-tailed macaques were caught for inspection and
released. Their morphological characters (body mass, tail length and pelage color), genetic characters
(mtDNA and TSPY gene), and physiological characters (sex skin and ABO blood group) were determined.
The results were also compared with those of Indian and Chinese rhesus macaques reared at the Primate
Research Institute of Kyoto University and those of rhesus macaques inhabited Laos and Myanmar. It was
found that some characters of Thai rhesus macaques are similar to those of Chinese and Indian conspecifics,
some are similar to those of Thai long-tailed macaques, and some are intermediate between those two
species. Rhesus-specific characters include bipartite pelage color pattern, sex skin reddening (without
swelling), and breeding seasonality. However, unlike Indian/Chinese rhesus macaques, Thai rhesus
macaques have all four ABO blood group types as found in long-tailed macaques. Their body sizes and tail
lengths are intermediate between those of Indian/Chinese rhesus and Thai long-tailed macaques. The
mtDNA types of both species were present in Thai rhesus macaques, however, only the TSPY gene type of
rhesus macaques was found in Thai rhesus macaques which indicated the introgression of male rhesus
macaques into the troops of long-tailed macaques in the past. In addition, morphological, physiological and
genetic characters of Thai rhesus macaques are similar to those of Myanmar and Laotian rhesus macaques.
Our results confirm that Thai rhesus macaques are distinct from Chinese/Indian rhesus macaques, and
support the hypothesis of an earlier hybridization with long-tailed macaques.
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