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Abstract

The objective of this study was to investigate the levels of TFF1, TFF2, and TFF3 in
gingival tissues and saliva from chronic periodontitis patients, and to measure the amount of
periodontopathic bacteria in gingival crevicular fluid. Twenty five chronic periodontitis patients
and 25 healthy subjects were included in this study. Immunohistochemical method was used to
detect the expression of TFF1, TFF2, and TFF3 in biopsy specimens derived from gingival
tissues. Levels of TFF1, TFF2, and TFF3 in saliva were measured by ELISA. The amount of
periodontopathic bacteria including Porphyromonas gingivalis, Aggregatibacter
actinomycetemcomitans, and Tannerella forsythensis in gingival crevicular fluid were measured
by real time polymerase chain reaction. Our results demonstrated that salivary TFF1 and TFF3
peptides from chronic periodontitis patients were significantly decreased than those from
controls (p = 0.032 and p = 0.037, respectively). Expression of TFF3 in biopsy specimens from
chronic periodontitis patients was significantly different in comparison to controls (p = 0.041).
Levels of Porphyromonas gingivalis and Tannerella forsythensis in gingival crevicular fluid from
chronic periodontitis patients were significantly higher than those in controls (p < 0.001 and p <
0.001, respectively). Levels of TFF3 in saliva were negatively correlated with amount of
periodontopathic bacteria including Porphyromonas gingivalis (r = -0.383; p = 0.006) and
Tannerella forsythensis (r = -0.462; p = 0.001). Moreover, Levels of TFF3 in saliva were negatively
correlated with levels of periodontal status including bleeding on probing (r = -0.531; p < 0.001),
pocket depth (r = -0.391; p = 0.005), and clinical attachment loss (r = -0.490; p < 0.001). In
conclusion, our study demonstrated an alteration of TFF expression both in gingival tissues and
saliva from chronic periodontitis patients. Negative correlations between salivary TFF3
concentrations, periodontopathic bacteria, and periodontal status indicate the clinical
significance of TFF3 peptides in pathogenesis of periodontal diseases. The present findings
imply for future clinical research on the potential use of TFF3 peptides in management of

patients with periodontal diseases.





