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Fig. 3 Neighbour-joining{NJ) tree showing the relationships of the 10 ethnic groups in

Northeast Thailand base on d, distances of BE-gIobin gene haplotypes.
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Fig. 4 UPGMA tree showing the relationships of the 10 ethnic groups in Northeast Thailand

base on d, distances of BE~globin gene haplotypes.
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Table 6 Frequency of the region V 9bp deletion polymorphism of mtDNA

Poputation sample size 9 bp deletion (%) References
Thai
- Sakai - 34 0 60
Chong 50 32.0 60
- Thai Tribes 80 20.0 60
- Phuthai 31 226 80
- Lao Song 58 345 60
- North 30 230 60
- Northeast{Thai Esan) 40 26.0 60
- Sousi 78 12.9 this study
- Thai Khmer 77 19.5 this study
- So 47 57.2 this study
- Yor 50 200 this study
- Thai Phuan 68 214 this study
- Thai Dam 52 231 this study
- Thai Loei 39 12.8 this study
- Thai Chinese 40 15.0 this study
Japan
- Mainland 254 15.0 61
- Okinawa 82 4.9 61
Taiwan
- Chinese 132 17.4 61
- Native 120 28.3 61
Indonesia 10 60.0 62
Australia 51 0 36
Papua new Guinea 94 0 36
New Zeatand 30 100 36
Polynesians 150 93.0 36
Hawaiian 25 92.0 62
African 14 0 62
European 3 0 62
Caucasians {Spain) 124 038 63
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Fig.5 Phylogenetic tree showing the 269 mtDNA lineages from 10 ethnic groups in Northeast Thailand.

The ten distinct clusters in the tree are indicated by brackets with cluster number 1-10.
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Fig. 6 Neighbour-joining(NJ) tree showing the relationships of the 10 ethnic groups
in Northeast Thailand base on d, distances of mtDNA.

The number for each interior branch is the bootstrap probability.
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Fig. 7 UPGMA tree showing the relationships of the 10 ethnic groups in Northeast Thailand

base ond A distances of mtDNA.
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