ABSTRACT

A switch to sexual development (gametocytogenesis) is essential for the malarial
parasites to be transmitted fo mosquitc and therefore the spread of the disease.
Eventhough, there are more and more knowledge on the gene expression in this stage
coming out, the molecular mechanisms of the gametocyte development are still largely
unknown. With the aim to explore the change in gene expression that may govem the
gametocytogenesis process, differentially display (DD) technique was used fo compare the
gene expression in ring stages of gametocyte producing and non-gametocyte producing
lines of Plasmodium falciparum. Both lines of falciparum parasite, KT-3 isolate, were
cultured to obtain synchronized ring stages prior to subject to DD technique. There were
about 15-20 bands that appeared only in ring stage of gametocyte produicing line and about
80 bands that were more intense in sample from gametocyte producing line compared to
the one from non-gametocyte producing line. The selectively intense DD bands in ring
stage of gametocyte producing fine were cloned and sequenced. The sequences obtained
were blasted into the parasite genome data base o search for the possible homoloque
sequences. Whilst some clones were identified as genes of known function such as Pfs16,
PfEMP1, pfRingA, nucleoside/nucleobase transporter, P-type ATPase lil, Ser/Thr protein
kinase, MAPK, Rifin, some appeared to be homoloques of sequenced but unidentified
genes. Further analysis on selecied genes; Pfs16, nucleoside/nucleobase transporter,
POtype ATPase lll and PfRingA, using real-time PCR, showed that only the expression of
Pfs16 gene could be demonstrated in the higher level in ring stage from gametocyte-
producing line. The DHFR ggne showed the similar level of expression in either parasite

line. Other identifed cDNA tags are wailing for further analysis.
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