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Abstract
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The correlation between mosquito midgut microbiota and mosquito vector competence
for Chikungunya virus (CHIKV) were investigated. Midgut microbiota of laboratory rearing and
field collected Aedes albopictus were identified by using bacteriological and molecular
techniques. Agrobacterium, Klebsiella, Micrococcus, Pandoraea, Pseudomonas, and
Staphylococcus were identified from laboratory rearing Ae. albopictus. Different bacterial genera
were also identified from filed collected mosquitoes from Singha, Chumphon, and Yala province.
CHIKYV infection in Ae. albopictus were conducted in this study. Percent infection, dissemination,
and transmission in Ae. albopictus were 83, 71, and 42%, respectively after taking the blood
meal with 102 CIDgo/ml of CHIKV. Percent infection, dissemination, and transmission in Ae.
albopictus were 90, 87, and 70%, respectively after taking the blood meal with 10 CIDsy/ml of
CHIKV. Percent infection, dissemination, and transmission in Ae. albopictus were 100, 100, and
100%, respectively after taking the blood meal with 10* CIDsy/ml of CHIKV. Percent infection,
dissemination, and transmission in Ae. albopictus were 100, 90, and 90%, respectively after
taking the blood meal with 10° CIDg/ml of CHIKV. Percent infection, dissemination, and
transmission in Ae. albopictus were 100, 100, and 100%, respectively after taking the blood
meal with 10° CIDso/ml of CHIKV. The differences of bacteria diversity between infected and
non-infected Ae. albopictus were studied. After taking the blood meal with 10? CIDsy/ml of
CHIKV, the midgut bacteria found in infected mosquitoes were Arthrobacter, Corynebacterium,
and Staphylococcus and the midgut bacteria found in non-infected mosquitoes was
Staphylococcus. After taking the blood meal with 10° CIDsy/ml of CHIKV, the midgut bacteria
found in infected mosquitoes was Acinetobacter and no midgut bacteria was found in non-
infected mosquitoes. After taking the blood meal with 10* CIDs/ml of CHIKV, the midgut
bacteria found in infected mosquitoes was Staphylococcus and no midgut bacteria was found in

non-infected mosquitoes. After taking the blood meal with 10° CIDsy/ml of CHIKV, no midgut
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bacteria was found in infected mosquitoes and the midgut bacteria found in non-infected
mosquitoes were Corynebacterium and Staphylococcus. After taking the blood meal with 10°
CIDso/ml of CHIKV, the midgut bacteria found in infected mosquitoes were Moraxella,
Sinomonas, and Staphylococcus and the midgut bacteria found in non-infected mosquitoes were

Actinomyces, Brachybacterium, and Staphylococcus.
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