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Multidrug-resistant Salmonella (MDR) has emerged and re-emerged worldwide, adversely
affecting economy, animal and human health and international food trade, including
South East Asia. Thailand and Laos share a common border where millions of people
and animals travel across each year. Livestock, in particular pigs, and their products have
been daily shipped across the border. This could contribute to the major distribution of
MDR Salmonella isolates and their resistance determinants and would affect not only
the border area in this study but also other parts of the two countries and other
neighboring countries. In this project, we characterize antimicrobial resistance, virulence
genes and genetic relatedness of the Salmonella isolates from pigs, pork and pork
products and people around Thailand and Thai-Laos border provinces. The results
showed that MDR Salmonella strains are very common among pigs and pork in the area
(98.2%). Serovars Typhimurium was the most common serotype in Thai (34%) and Laos
(20.6%) samples. Low prevalence (2.4%) of Thai isolates produced extended-spectrum-
B—lactamase (ESBL). AWl the ESBL producers possessed blacry, of which some were
horizontally transferred. Class 1 integrons were common (31.9% in Thailand and 39.1% in
Laos. The gnrS gene was found in 7.1% and 5.5% of the Thai and Laos isolates,
respectively, while gnrB was carried in another Laos isolates (1.9%). The results
highligshted the requirement for control of antimicrobial use in food animals sin this

region.
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