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Abstract

Multiple tumors in unilateral breast cancer (synchronous or metachronous) usually but

not always originate from the same clone. Clonal determination has generally utilized

detailed genetic analyses that are impractical in diagnostic labs. In the present study, a

combination of immunohistochemistry and limited microsatellite analysis was evaluated

using a series of synchronous unilateral multiple breast cancers, to determine whether

this simplified approach might be useful for clonal determination. 32 tumors from 15

patients were immunostained for HER-2/neu. Tumors with discordant HER-2/neu

immunoreactivity were evaluated by FISH for gene amplification. Patterns of allelic loss

were assessed using 10 microsatellite markers related to breast cancer. The

combination of HER-2/neu assessment and limited microsatellite analysis was able to

identify a multiclonal origin in 13% (2/15) cases of unilateral multiple breast cancer.

This figure is comparable to that obtained in other studies by more complex analyses.

This simplified approach may be useful in diagnostic laboratories for the analysis of

breast tumor clonality.





