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This study aims to compare the protein patterns from the extracts of the mutant clone
T9/94-M1-1(b3) induced by pyrimethamine, and the original parent clone T9/94 following
separation of parasite extracts by two-dimensional electrophoresis (2-DE). Parasite proteins
were solubilized and separated according to their charges and sizes. The separated protein
spots were then detected by silver staining and analyzed for protein density by the powerful
image analysis software. Plasmodium proteins were quantified from 2D-E gel and identified by
mass spectrometry. The results showed differentially expressed protein patterns (up- or down-
regulation) were separated from the extracts from the two clones. A total of 223 and 134
protein spots were detected from the extracts of T9/94 and T9/94-M1-1(b3) clones, respectively.
A total of 27 protein spots showed at least two-fold difference in density, some of which
exhibited as high as sixty-fold difference. In conclusion, these proteins may be the molecular

targets of resistance of P. falciparum to pyrimethamine.
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