Abstract
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Cyanogen content (CN) in cassava causes concerning on health and environment. In order to
obtain better understanding on genes affecting CN, this project therefore aims to study the
expression of candidate genes related to CN using real-time PCR. For accuracy of real-time
PCR analysis, validation of appropriate reference genes is required. The stability analyses of six
common reference genes therefore have been investigated at 6, 9 and 12 months after planting
(MAP) in both leaf and root of low and high CN varieties revealed that TATA box binding
protein (TBP) was the best reference gene. Transcription profiles of two characterized genes in
cyanogenesis pathway (linamarase and O-hydroxynitrile lyase) and eight annotate genes from
previously identified QTL were analyzed in low and high CN groups. In leaf at 6 MAP, the
transcription profiles of linamarase and PheRS showed significant increase in high CN group.
The expression of PheRS, PEX, PD | and PD Il increased at 9 MAP, whereas Q-hydroxynitrile
lyase increased at 12 MAP. In root, DSP, PheRS and PD Il were significantly increased in high
CN group at 9 MAP, but SPDS was significantly decreased. As the results, markers for

selection of low CN were identified which will be useful.
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