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Abstract
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Project Title: Anti-angiogenic effects of ST7 in prostate cancer cell line
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Project Period: 2 years

ST7 (Suppression of Tumorigenicity 7) was reported as a protein playing a role in
maintaining cellular structure. This study aims to investigate the ST7 alteration profiles and
frequency of alteration in different cancers using data from The Cancer Genome Atlas
(TCGA). The correlation between alterations of ST7 and angiogenesis-related genes,
SERPINE1, MMP13 and VEGFA, was determined and the relation between ST7 and genes
involved in suppression of ST7 transcription, PRMT5 and SMARCA4, were also analyzed.
Data of six cancer groups from The Cancer Genome Atlas (TCGA) including ovarian serous
cyst adenocarcinoma (OSC), liver hepatocellular carcinoma (LHC), bladder urothelial
adenocarcinoma (BUA), stomach adenocarcinoma (SC), prostate adenocarcinoma (PRAD)
and glioblastoma multiforme (GBM) were downloaded for this study. The results indicated
that three alteration patterns including amplification, missense mutation and deletion were
observed in six cancer studies. Gene pair between ST7 and SERPINE1 indicated co-
occurrent alteration in BUC, OSC and SC (p< 0.05). However, no association between
alterations of these two genes and survival events in our study was observed. Shorter overall
survival rate and disease-free survival were found in BUC patients with ST7, PRMT5 and
SMARCA4 alterations.These findings suggest that using TCGA data can target the potential
genes involved in carcinogenesis. Combining ST7 with PRMT5 and SMARCA4 could be
used as indicators for analyzing the patient survival in BUC patients and may serve as

potential therapeutic target for cancer in the future.
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