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Abstract (Uﬂﬁ'ﬂzia)

Sooty moulds are plant pathogens that have ecology complex with host and insect, they
are produce black mycelium which covers plants and interfere with the photosynthetic capability,
causes plant stunting and yield and thereby reduce the marketability of post-harvest products. In
view of high diversity, complex ecology of growing, mixing together on the host and lack of proper
taxonomic records, the relationships of sooty moulds are poorly known also the sexual-asexual
connections. In this study we emphasis on the taxonomy and molecular studies to resolve their life
cycle complex, established xerophlic property and bioactive compound. We obtain 80 strains of
sooty mould species from difference geographical regions and difference hosts; Mangifera sp.,
Chrysophyllum cainito, Psidium sp. and Cofea sp., from Chiang Rai, Chiang Mai, Payao and
Songkla Province. Eighth genera were identified based on morphological characters including of
Phragmocapnias, Phaeosaccardinula, Capnodium, Leptoxyphium, Polychaeton, and species in
Trichomeriaceae and Chaetothyriaceae respectively. Six insect types have been found together
with sooty moulds habitat included of soft scale insect, whitefilies, mealybugs, acarid, aleyrodid and
aphid. Totally 30 morphological characters were prepared in photo plates with descriptions. Three
sooty mould fungi; Leptoxyphium cacuminum (MFLUCC 14-0276), Capnodium coffeae (MFLUCC
14-0182), Phragmocapnias siamensis (MFLUCC 14-0277) were selected to present a test for verify
sooty moulds are xerophilic and will be analysesed by ANOVA and linear growth rate. Thus, the
sooty moulds are Xerophilic fungi and such knowledge will contribute to the future work of
secondary metabolism and may have biotechnological potential in enzyme production or
bioremediation. The holotypes were deposited at the herbarium of Mae Fah Luang University
(MFLU). Fungi isolated by single spore technique were used for molecular work, and deposited in
in Mae Fah Luang university Culture collection (MFLUCC) and BRIP culture collection. Genomic

DNA was extracted from fungal mycelium using Biospin Fungus Genomic DNA Extraction Kit

(BioFqu®) according to the manufacturer’'s protocol for maximum yield and amplified by using
PCR technique. Five primers including ITS, LSU, SSU TEF and RPB2 genes were used in this

process. The RAXML phylogenetic tree was contributed and sequences data were deposited in
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GenBank. Three poster presentations were presented in IMC 2014 and three SCI papers were
published.
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