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Abstract

Project Code : TRG5880003

Project Title : Insight into galline dendritic cell biology for future poultry vaccination by
concurrent analysis of microarray gene expression profiles
Investigator : Kaj Chokeshaiusaha, Faculty of Veterinary Medicine, Rajamangala University of

Technology Tawan-OK

E-mail Address : kaj_ch@rmutto.ac.th

Project Period : 1 July 2015 - 30 November 2016

Development of dendritic cell-based immunization (DC-based immunization)
relies on insight into dendritic cell receptors (DC receptors)—responsible for antigen uptake
and functional stimulation. To study expressions of such receptors in poultry, we observed
and compared orthologous gene expression profiles of various dendritic cell subsets (DC
subsets) acquired from chicken, human and mouse datasets. Total 248 leukocyte datasets
(15 chicken, 108 human and 125 mouse datasets) were acquired from ArrayExpress
database. Data pre-procession and differential gene expression were performed. Expression
values, False Discovery Rate (FDR) values and fold-change (FC) values of available DC
receptor genes were then observed in all DC subsets. Twenty three DC receptor genes were
selected due to their remarkable expression levels and differential expression patterns in
chicken DC. Among selected genes, products of ACVR1B, DDR2, FCER1G, FLT3, MARCO,
NOD1, SCARB1, SCARB2, TGFBR1, TLR3 and TLR7 were evidenced for their benefits in human
or mouse DC-based immunization. By means of this, we proposed their chicken orthologous
genes as novel candidates for poultry DC-base immunization—by which we encouraged

further studies of these genes at both expression and function levels.
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