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The prevalence of trematode infection from snail in family Bithyniidae. Nine
types of cercariae were identified as virgulate, monostome, furcocercous,
amphistome, armatae, cystocercous, pleurolophocercous, O. viverrni and unknown.
The highest prevalence of trematode infection was virgulate at 11.53% and following
armatae about 1.35%. From Udon Thani Province, Piboonruk, Nong Wua So, and Kut
Chap District were found the prevalence of O. viverrini infection as 0.22%, 0.08%, and
0.02%, respectively. The higher percentage of trematode infection was found in
smaller sized snails (2-6 mm) by 73.54% (278/378) whereas medium-sized snails (6.1
to 10 mm) showed 26.46% (100/378). The average size of the PCR products obtained
was 700 bp. The Study of mitochondrial DNA of cytochrome oxidase subunit | (COI)
was used as a DNA barcode to identifying cercariae in Bithyniidae from Thailand.
Analyses of 51 specimens indicated that the COI gene delivered types of cercaria
identification for 7 from 9 currently recognized types. The majority of successful
sequences analyzed were greater than 410 bp (mean 652.5+6.4 bp range = 410 - 895
bp), and no insertions, deletions, or stop codons were observed. Adenosine-
Thyamine (AT) content was calculated for all sequences longer than 400bp (51
sequences) a strong AT content (total average=62.7% for all codons positions for all
cercariae types) was observed. We present the first molecular and morphological
characterization of the cercariae from snails in family Bithyniidae based on a
phylogenetic analysis of partial fragments of COI.
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