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Abstract

Background. Dengue disease is one of important viral diseases in tropical region. It was estimated
that 50-100 millions of dengue cases were reported each year. The important pathogenesis of dengue
diseases is their severity occurring in secondary infection that called Antibody dependent
Enhancement (ADE). However, neither effective treatment nor vaccine to protect all 4 serotypes of
Dengue virus is available.

Recently, the study of antibody germline can be applied for vaccine design of target pathogen, for
example, vaccine for HIV (Chen et al.,, 2012). For dengue virus, study of heavy chain CDR3 from
dengue patients at acute, convalescence, and post-recovery showed significant differentiation
(Parameswaran et al., 2012). In addition, we previously reported the genetic information of HuUMAbs
isolated from Thai dengue patients from secondary DENV2 acute infection. In this study, we continue
to study 2 different samples of antibody directly isolated from dengue patients, and antibody from
HuMADbs. The information obtained from this study can be used as basic information of genetic
characteristic of antibody from Thai dengue patients, and can be further applied for dengue vaccine
development in the future.

Methods. For characterization of genetic information obtained from dengue patients, 10 ml of blood
samples were collected for RNA isolation of isolated PBMC, and synthesized cDNA. These cDNA
were used for antibody gene amplification. The fragment of antibody genes will be further used for
antibody library construction, selection to envelope protein, and analyzed the antibody sequences by
IMGT database. For HuUMAbs characterization, RNA was isolated from hybridoma, and used for cDNA

synthesis, and antibody gene amplification. The obtained sequences were analyzed using IMGT.



Results. Total of 36 blood samples from acute, 32 from convalescence, and 12 from post-recovery
were collected. Among this number, 10 samples were DENV2 that were used in this study. Antibody
gene were amplified, and will be used for antibody library construction. For HuMAbs study, 2 groups of
HuMAbs were used in this study, anti-E and anti-NS1. For anti-E, most of anti-E were used the major
2 groups of heavy chain germline (IGHV1-69 and IGHV3-23) as same as our previous study. For anti-
NS1, all of anti-NS1 HuMAbs showed identical variable gene sequences. However, they showed
different in 1gG subclass and also their specific epitope. Also, different in viral replication inhibition

were observed.
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